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486 SM12261 RS09375 WP 020902616.1
514 SMSK321 RS10615 WP 001048129.1
249 KZH43 RS10250 WP 000362880.1

208 SPD RS10925 WP 000362880.1

174 SPR RS10405 WP 000362880.1

138 SP RS11430 WP 000364845.1
1142350 DQN71 RS11525 WP 172456456.1
416 SGO RS10505 WP 012131078.1

419 DQL23 RS10745 WP 060553298.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

486 SM12261 RS09375 WP 020902616.1
514 SMSK321 RS10615 WP 001048129.1
249 KZH43 RS10250 WP 000362880.1

208 SPD RS10925 WP 000362880.1

174 SPR RS10405 WP 000362880.1

138 SP RS11430 WP 000364845.1
1142350 DQN71 RS11525 WP 172456456.1
416 SGO RS10505 WP 012131078.1

419 DQL23 RS10745 WP 060553298.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

486 SM12261 RS09375 WP 020902616.1
514 SMSK321 RS10615 WP 001048129.1
249 KZH43 RS10250 WP 000362880.1

208 SPD RS10925 WP 000362880.1

174 SPR RS10405 WP 000362880.1

138 SP RS11430 WP 000364845.1
1142350 DQN71 RS11525 WP 172456456.1
416 SGO RS10505 WP 012131078.1

419 DQL23 RS10745 WP 060553298.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id

486 SM12261 RS09375 WP 020902616.1
514 SMSK321 RS10615 WP 001048129.1
249 KZH43 RS10250 WP 000362880.1

208 SPD RS10925 WP 000362880.1

174 SPR RS10405 WP 000362880.1

138 SP RS11430 WP 000364845.1
1142350 DQN71 RS11525 WP 172456456.1
416 SGO RS10505 WP 012131078.1

419 DQL23 RS10745 WP 060553298.1

consensus

e A, EDRE S S

e DVESEV ) 1S e g

..... c. TIILC . A VLILLPL
..... LIMVISFjRYSHF| LL MWKIFRDEWFHYBFLL
MILKIBIEGFPTISEQVE. . . . . SYERFHEKEMQSKKIDIKFEGEYFBIVFGISI GDV.SS FHYFL

* % ok % ok % k * % ok % ok K ok Kok Xk Kok okok | okok Kok *kk | * %k ok k ok % ok *x X *

Lo P e momc LSSV

T WP ey ey L

A i

K YENNEMYLFLSIY
K Y NNGRLFLSIY MLBANE [EFLSVEl SSITGDME VIS
E I I B B S * EE | k Pskskskskskkk Lk | Dkx ] [ % %k k %k | % % 5k % % * % % k k

ek ROV LA AIVSEY D VT F 1 s L e St e e

ELNYFDKDYLYPFLKKVFFALLLLH VSF SDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHK JWMEKETALKQKKF

ELMYFDEDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKNYQMEKETIALKQKKF
ELINWYFDEDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKWQMEKEIALKQKKF,
ELMYFDEDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKNYQMEKETIALKQKKF
ELMYFDIDYLYPFLKKVFFALLLLHIVSFVSDMVSTIKHLNSFGSILSSIVFISLLLTFFAMNSHKWQMEKEIALKQKKF
NIFY LNESIHW SHNSFS 1L,

IY HI mY  SEANISIAPNHLNSFEF 'S

Y HI (W  SEANISIAWIHLNSF | S
* sk sk 5k 5k >k ok >k >k sk >k 5k >k % k >k >k k % % kokokok Dokokok Doskok Do DD Dok Dokoseoskok Dok Doeskokososk Dok Dok seskooskoskskok |1 sk | *

El AL PR 1 G gt Rn b KDDL

EQKHLONYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSG LQEIDR YNEVLVKANHKLRSDKYTYFDLNNIEDSALRS
EQKHLOQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDR YNEVLVKANHKLRSDKYTYFDLNNIEDSALRS
EQKHLONYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRS
EQKHLQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRS
EQKHLOQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRS

EQKHLOQNYTDEIVGLYNEIRGFRHDYAGMLVSMQMAIDSGNLQEIDRIYNEVLVKANHKLRSDKYTYFDLNNIEDSALRS
EQIRNLQ YTDEIVELYNEIRGFRHDYAGMLiSFQTAI

EQ WLQWMYTDEIVGLYNEIRGFRHDYAGMLESI®QW I SG

NN

144
144
144
144
144
144
149
155
154

224
224
224
224
224
224
229
235
234

304
304
304
304
304
304
309
315
314



logo

S OARICVETEVD: g D0VR YL LM s v el ETETVAGNS b

VL|
NTDB id 486 SM12261 RS09375 WP 020902616.1 384
NTDB id 514 SMSK321 RS10615 WP 001048129.1 384
NTDB id 249 KZH43 RS10250 WP 000362880.1 384
NTDB id 208 SPD RS10925 WP 000362880.1 384
NTDB id 174 SPR RS10405 WP 000362880.1 384
NTDB id 138 SP RS11430 WP 000364845.1 384
NTDB id 1142350 DQN71 RS11525 WP 172456456.1 389
NTDB id 416 SGO RS10505 WP 012131078.1 395
NTDB id 419 DQL23 RS10745 WP 060553298.1 394
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NTDB id 486 SM12261 RS09375 WP 020902616.1 TPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFER 441
NTDB id 514 SMSK321 RS10615 WP 001048129.1 TPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFER 441

NTDB id 249 KZH43 RS10250 WP 000362880.1 TPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFER 441
NTDB id 208 SPD RS10925 WP 000362880.1 TPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFER 441
NTDB id 174 SPR RS10405 WP 000362880.1 TPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFER 441
NTDB id 138 SP RS11430 WP 000364845.1 TPSGDLFALGFSTKGRNRGVGLNNVKELLDKYNNIILETEMEGSTFRQIIRFKREFER 441
NTDB id 1142350 DQN71 RS11525 WP 172456456.1 447
NTDB id 416 SGO RS10505 WP 012131078.1 453
NTDB id 419 DQL23 RS10745 WP 060553298.1 452
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