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NTDB id 171 SPR RS00230 WP 000668290.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET] 356
NTDB id 131 SP RS00255 WP 000668284.1 DALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIEDINGIET 356
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NTDB id 358 SMU RS01425 WP 002263523.1 560

NTDB id 1142334 DQN71 RS09520 WP 015605745.1 516

NTDB id 421 SGO RS10260 WP 012131060.1 PLENIINLQTKLQ AEVANRLNEVYLVSEFEEKK KIDARSIHE Q8N I D) VYKYGYG VLS I LIPGSK FV 516

NTDB id 483 SM12261 RS00275 WP 000668315.1 PLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVEYKYGYGRDVLIMDINLTIPQGSKVAF VK
NTDB id 511 SMSK321 RS10730 WP 000668322.1 PLENIINLQTKLQTAQVANNRLNEVYLVSEFEEKKTVEDLSLMKG MTFKQV{YKYGYGRDVLSDINLTIPQGSKVAF VSIS

NTDB id 247 KZH43 RS00220 WP 000668290.1 516
NTDB id 206 SPD RS00235 WP 000668290.1 516
NTDB id 171 SPR RS00230 WP 000668290.1 516
NTDB id 131 SP RS00255 WP 000668284.1 516
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NTDB id 358 SMU RS01425 WP 002263523.1 GIXSGSGKTTLAK|MIVNEY PRJSGH] 1 NGAY LIDKALRIYLPQQYVFG I NL LGAKEGT QEDI RA[§EREEGTV)
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NTDB id 421 SGO RS10260 WP 012131060.1 G SGSGKTTLAKMMVEFYRAPRQG I[LGGVNLNQ DKEALRQYINYLPQQPYVFNGTILENLLLGA EGTTQEDILRAVERESELS

NTDB id 483 SM12261 RS00275 WP 000668315.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTIL NLLLGAKEGTTQEDILRAVEREESEIS
NTDB id 511 SMSK321 RS10730 WP 000668322.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRA VEREEESEIS

NTDB id 247 KZH43 RS00220 WP 000668290.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596
NTDB id 206 SPD RS00235 WP 000668290.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596
NTDB id 171 SPR RS00230 WP 000668290.1 GISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQEDILRAVE 596

NTDB id 131 SP RS00255 WP 000668284.1 GISGSGKTTLAKMMVNFYDPSQGEISLGEVNLNQIDKKALRQYINYLEQQPYVFNGTILENLLLGAKEGTTQEDILRAVEEI
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NTDB id 358 SMU RS01425 WP 002263523.1 AETRGDIENMPNEYQTELHSDGAGISGGQ QRIALARALLTNAPVLILDEATSSLDILTEK I BJNL
NTDB id 1142334 DQN71 RS09520 WP 015605745.1 AETREDIERMPLNYQTELTSDG GISGGQRQR ALARALLTDAPVLILDEATSFRLDILTEK I DNL
NTDB id 421 SGO RS10260 WP 012131060.1 LAEIRFDIERMPLNYQTEL DGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRI DNL
NTDB id 483 SM12261 RS00275 WP 000668315.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
NTDB id 511 SMSK321 RS10730 WP 000668322.1 LAETIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAP LILDEATSSLDILTEKRIVDNL
NTDB id 247 KZH43 RS00220 WP 000668290.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
NTDB id 206 SPD RS00235 WP 000668290.1 LAETIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
NTDB id 171 SPR RS00230 WP 000668290.1 LAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL
NTDB id 131 SP RS00255 WP 000668284.1 LAETREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNL .
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