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NTDB id 496 SM12261 RS02330 WP 000608383.1 MI MYFFLVGSILASFLGLVIDRFPEQSII[M¥ASHCDSCEITIFLRPLDLIPILSQVFNRFIICRYCKVRYPVWYAIJFELGLG 80
NTDB id 524 SMSK321 RS08155 WP 000565601.1 MIDMYFFLVGSILASFLGLVIDRFPEQSIIS|JASHCDSCQTRLRPLDLIPILSQVFN FRCRYCKINGYPVWYALMELGLG 80

NTDB id 266 KZH43 RS07930 WP 000565010.1 MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFCCRYCKVRYPVWYALFELGLG 80
NTDB id 225 SPD RS08500 WP 000565010.1 MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFCCRYCKVRYPVWYALFELGLG 80
NTDB id 191 SPR RS08095 WP 000565010.1 MIDFYFFLVGSILASFLGLVIDRFPEQSIISSASHCDSCQTRLRPLDLIPILSQVFNRFCCRYCKVRYPVWYALFELGLG 80
NTDB id 156 SP RS08975 WP 000565004.1 80
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NTDB id 1142326 DQN71 RS08025 WP 111694575.1 L TPIGLTL IYDERINQEYPLL WRNF[RRY L A 160
NTDB id 496 SM12261 RS02330 WP 000608383.1 LLFLJ\ SI8G LSL QVILITAGLTLGIYDFRHQEYPLLVWMTFH IL AGW 160
NTDB id 524 SMSK321 RS08155 WP 000565601.1 LLFLSYSWG LSL QVILITAGLTLGIYDFRHQEYPLLVWMTFHLIL ASSGWNLVMVFLLGILAHFIDIRMGAGDFL 160
NTDB id 266 KZH43 RS07930 WP 000565010.1 LLFLLYSWINRLSILNQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL 160
NTDB id 225 SPD RS08500 WP 000565010.1 LLFLLYSWNRLSLEQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL 160
NTDB id 191 SPR RS08095 WP 000565010.1 LLFLLYSWINRLSINQVILITAGLTLGIYDFRHQEYPLLVWMTFHLILIASSGWNLVMVSFLILGILAHFIDIRMGAGDFL 160
NTDB id 156 SP RS08975 WP 000565004.1 160
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NTDB id 1142326 DQN71 RS08025 WP 111694575.1 |BWNSIGS ANNISINEMNEMER TV F S A Cl3CE KIQQBARA IRSLCIRNEFIE V VIARIS YR HREG 220
NTDB id 496 SM12261 RS02330 WP 000608383.1 FLASC VFSVTELLILIQFASAQIGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLVQ 219
NTDB id 524 SMSK321 RS08155 WP 000565601.1 FLASCALVFSIATELLILIQFASATGILAFLLQKKKERLPFVPFLLLAJJCVIIFGKLLLV] 219

NTDB id 266 KZH43 RS07930 WP 000565010.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLVE 219
NTDB id 225 SPD RS08500 WP 000565010.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLVE 219
NTDB id 191 SPR RS08095 WP 000565010.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAACVIIFGKLLLVE 219
NTDB id 156 SP RS08975 WP 000565004.1 FLASCALVFSVTELLILIQFASATGILAFLLQKKKERLPFVPFLLLAWC IIFGKLLLVR 219
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