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NTDB id 1142318 DQN71 RS05915 WP 015605026.1 VHNYFEANTEVAQKIDAEYE Y TG . [CAUSIADNAADIZNREAMI TLNVNNGASLQNIGFEPGQBMDKMKDEEI®D TH T KENRE E LN BN K DRI K 557
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TLNAANAAAEDWDISNV.W PDYQDPSTYLDIFKTTSSENTK@FMGYDDPNNAAAAQVGLKDYDALL SAASET DLN 560
NTDB id 324 STU RS16140 WP 011226306.1 VTLNAANAAAEDWDISNNV WAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLN 560
NTDB id 292 STER RS06940 WP 011681419.1 TLNAANAAAEDWDISNVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLN 560
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NTDB id 1142318 DQN71 RS05915 WP 015605026.1 . 635
NTDB id 475 HSISS4 RS07005 WP 021143809.1 639
NTDB id 324 STU RS16140 WP 011226306.1 640
NTDB id 292 STER RS06940 WP 011681419.1 640
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NTDB id 292 STER RS06940 WP 011681419.1 KKESNEKAQKDLEKHVKJ. 657
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