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NTDB id 1250 GCO85 RS13065 WP 027219989.1 ..MNNLQPLLALNRMKRIGPR.....TVLKLQKRWPDLNLMFQLSSVDLEEAGLPSWLAQTIKNFDPDFIKTDLNWLSSS 73
NTDB id 599 KW2 RS05940 WP 021037268.1 .MITNFD....LFRWKKAGMTNLGVNKLLKFFRKYDRKISLRQM..GQVAQVKSIPNFIEQYKNQDVKKLRADYKKFS.. 71
NTDB id 407 SMU RS04605 WP 002262865.1 ..MDNFQ....LFKLKKAGLTNLNILNIIDYEERTQKSLSLRDM..AVVSKNKKPLIFMEHYKNLDSKALRKEFNRFP.. 70
NTDB id 1142317 DQN71 RS05605 WP 015604971.1 ..MNNFE....IYKMKKAGLTNQQVLNILRYAENKEGELSLRDK..AVVSECRNPALFMEKYKRLDLQALKEEFDRFP.. 70
NTDB id 525 SMSK321 RS06295 WP 000705298.1 MKITNYE....IYKLKKSGLTNQQILKVLEYGENVDQELLLGDI..ADISGCRNPAVFMERYFQIDDAHLEKEFKKIP.. 72
NTDB id 497 SM12261 RS05565 WP 000705318.1 MKITNYE....IYKLKKSGLTNQQVLAVLEYGENVDQELLLGDI..AEISGCRNPAVFMERYFQIDDAHLEKEFQKFP.. 72
NTDB id 267 KZH43 RS05590 WP 000705306.1 MKITNYE....IYKLKKSGLTNQQILKVLEYGENVDQELLLGDI..ADISGCRNPAVFMERYFQIDDAHLSKEFQKFP.. 72
NTDB id 226 SPD RS05990 WP 000705306.1 MKITNYE....IYKLKKSGLTNQQILKVLEYGENVDQELLLGDI..ADISGCRNPAVFMERYFQIDDAHLSKEFQKFP.. 72
NTDB id 192 SPR RS05715 WP 000705306.1 MKITNYE....IYKLKKSGLTNQQILKVLEYGENVDQELLLGDI..ADISGCRNPAVFMERYFQIDDAHLSKEFQKFP.. 72
NTDB id 157 SP RS06205 WP 000705306.1 MKITNYE....IYKLKKSGLTNQQILKVLEYGENVDQELLLGDI..ADISGCRNPAVFMERYFQIDDAHLSKEFQKFP.. 72
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 ENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLALGID 153
NTDB id 599 KW2 RS05940 WP 021037268.1 ....SFSILDDLYPERLREIYNPPVLIFYQGNIDLLKNPKLAFVGSRLAGQSGIKSVQKIVTELN.QSFTIVSGLAKGID 146
NTDB id 407 SMU RS04605 WP 002262865.1 ....SLSILDKEYPLELKNIYNPPVLLFYQGDLDLLARPKLAVVGSRNASQMGVAAVKKIIQDLS.KQFVIISGLARGID 145
NTDB id 1142317 DQN71 RS05605 WP 015604971.1 ....SFSILDDVYPWDLCEIYDAPTLLFYQGNLNLLEMPKIAIVGSRDSSKQGNAAVQKIIKELN.NELVIVSGLARGID 145
NTDB id 525 SMSK321 RS06295 WP 000705298.1 ....SFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRSCSKQGAKSVEKIIQGLE.NELVIVSGLAKGID 147
NTDB id 497 SM12261 RS05565 WP 000705318.1 ....SFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGID 147
NTDB id 267 KZH43 RS05590 WP 000705306.1 ....SFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGID 147
NTDB id 226 SPD RS05990 WP 000705306.1 ....SFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGID 147
NTDB id 192 SPR RS05715 WP 000705306.1 ....SFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGID 147
NTDB id 157 SP RS06205 WP 000705306.1 ....SFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIVSGLAKGID 147
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 AHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIEAAIK 233
NTDB id 599 KW2 RS05940 WP 021037268.1 TASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSRGVVVVEAKLR 226
NTDB id 407 SMU RS04605 WP 002262865.1 TAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAKNHLLLSEYEAQSQPLKYHFPERNRIIAGLSQGVMVAEAKIR 225
NTDB id 1142317 DQN71 RS05605 WP 015604971.1 TVSHMAALQNGGQTIAVIGTGLDVFYPKANQKLQAYIGKNHLLLTEYGPGEQPLKFHFPERNRIIAGLCRGVIVAEAKMR 225
NTDB id 525 SMSK321 RS06295 WP 000705298.1 TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMR 227
NTDB id 497 SM12261 RS05565 WP 000705318.1 TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMR 227
NTDB id 267 KZH43 RS05590 WP 000705306.1 TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMR 227
NTDB id 226 SPD RS05990 WP 000705306.1 TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMR 227
NTDB id 192 SPR RS05715 WP 000705306.1 TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMR 227
NTDB id 157 SP RS06205 WP 000705306.1 TAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGVIVAEAKMR 227
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