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NTDB id 1142313 DQN71 RS04015 WP 015604694.1 MPKRKKLQKKGTKSTQTVAGLLVALTLSLGAYFFGNANQSPSVNTPAVVSQNKDTSTPDQALAESVLTDSVRSQLGGKIE 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 .........MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLE 71
NTDB id 221 SPD RS09380 WP 001036779.1 .........MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLE 71
NTDB id 187 SPR RS08930 WP 001036779.1 .........MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLE 71
NTDB id 152 SP RS09870 WP 001036779.1 .........MNKKTRQTLIGLLVLLLLSTGSYYIKQMPSAPNSPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLE 71
consensus ***!**!!**!!!!*!*!!*!*!********!****************!*!!!!!!!!!!*!*!!**!**!

logo WNRGASGSAF I IVNEGNQKTNLDAKVSSVKPYADNKTKMTVQGGKQETVPTVANALLASKSATRQYKSNREKETGNGSTSWVTPAPGWHQVKHNLSKGES
NTDB id 1142313 DQN71 RS04015 WP 015604694.1 WNRAGSFIINENQTNLDAKVSSVPYADNKTKMVQGQTVPTVANALLAKSTRQYKSREETGNGSTSWVPAGWHQVKHLSGE 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGS 151
NTDB id 221 SPD RS09380 WP 001036779.1 WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGS 151
NTDB id 187 SPR RS08930 WP 001036779.1 WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGS 151
NTDB id 152 SP RS09870 WP 001036779.1 WNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGS 151
consensus !!**!*!!*!*!*!!!!!!!!!*!!!!!!!!*!***!!!!!!!!!!*!*!!!!!*!*!!!!!!!!!*!*!!!!!!*!*!*

logo YNTHAVDRGHLLAGYSALVIGGLKDGFDASTSNPAKNIAVQTAWANQANQKADENYSTGQNYYETSQKVRRKALDQNKRVRYRVTL IYYASENNED
NTDB id 1142313 DQN71 RS04015 WP 015604694.1 YNHAVDRGHLLAYSLVGGLKGFDASTSNPANIAVQTAWANQANKDNSTGQNYYETQVRRALDQNKRVRYRVTLIYASEND 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 YTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNED 231
NTDB id 221 SPD RS09380 WP 001036779.1 YTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNED 231
NTDB id 187 SPR RS08930 WP 001036779.1 YTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNED 231
NTDB id 152 SP RS09870 WP 001036779.1 YTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNED 231
consensus !*!!!!!!!!!*!*!*!!!*!!!!!!!!!*!!!!!!!!!!!!****!!!!!!!!**!!*!!!!!!!!!!!!!!*!!!**!
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NTDB id 1142313 DQN71 RS04015 WP 015604694.1 LVPSGSHLEAKSSDGSLEFNVFVPNVQSGIVLDYRTGKVTLI. 282
NTDB id 262 KZH43 RS08770 WP 001036779.1 LVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 LVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 LVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 LVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !!!!*!**!!!!!!!*!!!!!*!!!!!*!**!!!!!!*!!***
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