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LL IVDAGLSGKKI STQSLLMASE IDRKPVDEDLVDAI LVTHEHKDHIHGVGVLARKYGNLD
NTDB id 1142308 DQN71 RS02945 WP 015605196.1 .MTKGFQYSILASGSSGNCFYLETDQKRLLVDAGLSGKKITSLLSEIDRKPEDLDAILVTHEHKDHIHGVGVLARKYNLD 79
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus * !! !!!!!!!!!!!*!!!!!*!!!*!*!!!!!!!!!* !* !!!!!**!*!!!!!!!!!!!!!!!!!!!!!!! !!
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VESFGVSHDAAAQPQFYRFLMKDGKSFVI
MLTDTGYVSDRMADGLVI

NTDB id 1142308 DQN71 RS02945 WP 015605196.1 IYANEATWRAMEKDLGKLDASQKHIFEMGKMKTFGDLDVESFGVSHDAAAPQFYRFMKDGKSFVMLTDTGYVSDRMAGVI 159
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMDGMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLI 160
consensus *!!! !!! !!* *!!*! !!!!!!**!! !!!!*!*!!!!!!!!!! !!!!! !!!!!!!!*!!!!!!!!!!!! *!

logo ENADAGYL I ESNHDI E I LRSGAIYPWSLKQR I LSDKLGHLSNDEDGAETMI
VRTLGNKRTKKR IYLGHLSKENNI

VKELAHMTMKVNAQL
NTDB id 1142308 DQN71 RS02945 WP 015605196.1 ENADAYLIESNHDIEILRSGAYPWSLKQRILSDLGHLSNEDGAETMIRTLGNRTKRIYLGHLSKENNIKELAHMTMVNQL 239
NTDB id 383 SMU RS06875 WP 002262928.1 ENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNAL 240
consensus !!!!*!!!!!!!!!!!!!!! !!!!!!!!!!!! !!!!!*!!!!!!*!!!!!*!!*!!!!!!!!!!!*!!!!!!!! ! !

logo

A
MQADLAPVDGHDFKQI

V
F
YDTFSPDTALTPLAVKTI

NTDB id 1142308 DQN71 RS02945 WP 015605196.1 AQADLPVGHDFQVFDTFPDTATPLVTI 266
NTDB id 383 SMU RS06875 WP 002262928.1 MQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus !!!!*! !!! **!! !!!! !! !
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X ≥ 50% conserved


