
logo MKKSKVWLALAGVSALLGSVGAVLAACSSSKSKGKSNSTESAGTSTYNGYVYNSASDPESTLDYVITSGNKTAGSPTAKDTSAFVVTNGVDGLLMENADQKYGNFLVPS
NTDB id 1142298 DQN71 RS02480 WP 015605272.1 MKKSKVLALAGVSLLSVGVLAACSSSSKGKSEATSYNYVYSADPETLDYVTSGKASTADFVTNGVDGLLENDQYGNFVPS 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKS..STSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPS 78
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKS..NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPS 78
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKS..NTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPS 78
consensus !!!!!*!!!!!!*!! !!*!!!!!!*! ****!*!*!!!**!!!*!!!*!!****!***!!!!!!!!*!*!*!!!*!!!

logo

M
VAESDWTSVSQKDGLTYTYKIRKDGAVIKWYTSDEGEEYGADNVTAQKDFVTGLKHAADGKSKSAQGAGI

LYLVQQDSVIKAGLDSDYVLNSGAKTI
N
T
KDFSTNVG

NTDB id 1142298 DQN71 RS02480 WP 015605272.1 MAESWTVSKDGLTYTYKIRKDAKWYTSEGEEYGDVTAQDFVTGLKHAADKKSQALYLVQQSVKGLDDYVNGKITDFSTVG 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVG 158
NTDB id 324 STU RS16140 WP 011226306.1 VAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVG 158
NTDB id 292 STER RS06940 WP 011681419.1 VAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVG 158
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logo VKAVIDEDHYTLQYTLNKKQPEPQYWNSKTTSYGQSVLLSWFP I
VNAEEDFLKKNQKGDKKDFGQKSTDPTS I LYNGPFLMLKS ILTAKSASVI EYLQTVKNEHNYWD

NTDB id 1142298 DQN71 RS02480 WP 015605272.1 VKAVDDHTLQYTLNQPEPQWNSKTTSQVLWPINAEFLKKQGDKFGQSTDPTSILYNGPFLMKSITAKSAVEYQKNENYWD 240
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWD 238
NTDB id 324 STU RS16140 WP 011226306.1 VKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWD 238
NTDB id 292 STER RS06940 WP 011681419.1 VKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWD 238
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logo KEKNVHI
FDTAIKFLASYFYDGQSDQEDALAEVRNGFKTDEGAYSTNLVFARLVFYPTSSNYSAGS IVEKDKFYKDNI FYFYTPAPSGAGSVTASVAMIG I

VNLIDRQSYNKFHYSTSAK
NTDB id 1142298 DQN71 RS02480 WP 015605272.1 KENVHIDTIKLAYFDGQDQDALARNFKDEAYTVARLYPTSSNYAGIEKDFKDNIFFTPPSAGVAVMGVNIDRQSYNHTSK 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAK 318
NTDB id 324 STU RS16140 WP 011226306.1 KKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAK 318
NTDB id 292 STER RS06940 WP 011681419.1 KKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAK 318
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LLNKDFRQSALINFAIDRKTSAYSQASQMINGEKEDGAAPTYLGALVRNTLYFVPPSSDFVQSVAGEDKSTFGDVLVETEKVMASASLYGEDEWKSGV
NTDB id 1142298 DQN71 RS02480 WP 015605272.1 TTDAQKSSTKKAILNKDFRQALNFAIDRTSYSAQINGEEGAPYAVRNTYVPPSFVQVGEKSFGDVVEEKVAALGEEWKGV 400
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
NTDB id 324 STU RS16140 WP 011226306.1 KTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
NTDB id 292 STER RS06940 WP 011681419.1 KTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
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NTDB id 1142298 DQN71 RS02480 WP 015605272.1 QLEDGQDGLFNAEKAKAEFAKAKAALQAEGVEFPIHLDLPVAQTSKPMVNRAQSLKQSVEKTLGAENVVVDIQQMSEDDL 480
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDI 478
NTDB id 324 STU RS16140 WP 011226306.1 NFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDL 478
NTDB id 292 STER RS06940 WP 011681419.1 NLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDL 478
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NTDB id 1142298 DQN71 RS02480 WP 015605272.1 YNITYYAPNAAAEDWDISTAVGWNPDYQDPSTYLDILKTTSTETTKTYLGFEGADNAAAKQVGLDEFDRLVNEAGKETSD 560
NTDB id 475 HSISS4 RS07005 WP 021143809.1 QNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAASETTD 558
NTDB id 324 STU RS16140 WP 011226306.1 ENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSD 558
NTDB id 292 STER RS06940 WP 011681419.1 ENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSD 558
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NTDB id 1142298 DQN71 RS02480 WP 015605272.1 VVTRYEKYAAAQAWLTDNSLVVPLMANPGAAPFISRIEPFSGAYAQTGNKTS.STYFKRLKVTNDVVTKKDYEAARKKWL 639
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWL 637
NTDB id 324 STU RS16140 WP 011226306.1 LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL 638
NTDB id 292 STER RS06940 WP 011681419.1 LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL 638
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logo KEKEKAESNAEKAQKDLESKHVEK
NTDB id 1142298 DQN71 RS02480 WP 015605272.1 KEKEESNAKAQKDLESHVE 658
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 KEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 KEKKESNEKAQKDLEKHVK 657
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