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TFEVGADGQELVGL IGLNGAGKSTTINE I IGLLTPYKGGEQIRAIDGLQTLIRQEQNDPSAASYRKQKIGFYIP

NTDB id 1142295 DQN71 RS01825 WP 015604426.1 MLEIKGLTGGYINIPVLKDISFEVGDGQLVGLIGLNGAGKSTTINEIIGLLTPYKGEIRIDGLQLRENPSAYRKKIGFIP 80
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
consensus !!*****!!!!*!!!!!!!**!!!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!*!!!!*****!**!!*!!!*!!
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LFRLKDDEKLDWFPVTHQFSKGMKQKVMI ICAFVIVDNPSLF IVDEPF
NTDB id 1142295 DQN71 RS01825 WP 015604426.1 ETPSLYEELTLREHIETVAMAYDIEQEVAFERVESLLTIFRLKDKLDWFPVHFSKGMKQKVMIICAFVVDPSLFIVDEPF 160
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
NTDB id 481 STER RS07730 WP 002951673.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
consensus !!!!!!!!!!!!!!*!!!*!!!******** !****!**!!!**!!!!!!**!!!!!!!!!!!!!!!*!*!!!!!!!!!!

logo LGLDPVLAIASDL IQELLDAEEKKANKGKAS I LMSTHVLDSAEKMCDSRFVI LHKHGQI
V
R
LAKQGNTI

L
A
D
EELRVQQTFQGMDDPSESASLNDIYLMAQLTEKEG

NTDB id 1142295 DQN71 RS01825 WP 015604426.1 LGLDPVAIADLIQLLDEEKKKGKSILMSTHVLDSAEKMCDSFVILHKGQVRAKGNLAELRVQFQMPEASLNDIYLALTEE 240
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKG 240
NTDB id 481 STER RS07730 WP 002951673.1 LGLDPLAISDLIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKG 240
consensus !!!!!*!!*!!!*!!*!!!**!!*!!!!!!!!!!!!!!!!*!!!!!*!!**!*!***!!!**!** *!!!!!!!**!!**
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NTDB id 1142295 DQN71 RS01825 WP 015604426.1 VAL 243
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ELS 243
NTDB id 481 STER RS07730 WP 002951673.1 ELS 243
consensus ***

X non conserved
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X ≥ 50% conserved


