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NTDB id 1142283 DQM29 RS14235 WP 111741302.1 MKQGLQLRLSQQLTMTPQLQQAIRLLQLSTLELQQEIQTALESNPLLEQADVHDEIESREAPETEQLDTSEALQQSDIPE 80
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGS.VNALQSSSATPLPT 79
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NTDB id 1142283 DQM29 RS14235 WP 111741302.1 DLPLDAS........WDEIYTAGTPSGTRNDYGDDE...................LLVFQGETTLTLQDHLMWQVDLTPF 133
NTDB id 1425 RS RS02020 WP 011000369.1 ESPPPAANGADHADTAEASYENGS..DFDSDYGTERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKL 157
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NTDB id 1142283 DQM29 RS14235 WP 111741302.1 TDLDKAIAIAIIDAVDDAGYLTVSLEDIAESLGQEDETVELDELEAVLKRVQRFDPVGVAARDLRECLLVQLSQLDKTTP 213
NTDB id 1425 RS RS02020 WP 011000369.1 SPRDKGLVIFLIESLDDEGYLTGSLDEILADLPAE.LEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSPA. 235
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NTDB id 1142283 DQM29 RS14235 WP 111741302.1 GVAEAREIVSEHLTLLGNHDFRTLLKLTRISESLLKEAMQLIQSLDPRPGQSIHSSESEYVIPDVLVRKVHGKWTVELNG 293
NTDB id 1425 RS RS02020 WP 011000369.1 .KPLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNP 314
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LLRVSTEQAC IVERQEKASFFETHSGEPEIAFMKRPLMVLARDE IA
NTDB id 1142283 DQM29 RS14235 WP 111741302.1 ESTPRLRINQHYASMTNTH.SASDNQYIRSHLQDAKWLIKSLESRNDTLLRVTECIVERQEAFFESGPEFMKPMVLADIA 372
NTDB id 1425 RS RS02020 WP 011000369.1 DVMPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIA 394
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NTDB id 1142283 DQM29 RS14235 WP 111741302.1 QAVDMHESTISRVTTQKFLHSPRGIFELKYFFSSHVNTESGGEASSTAIRALVKKMISAENPAKPLSDSKIADMLAEQGM 452
NTDB id 1425 RS RS02020 WP 011000369.1 DTLGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGF 474
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NTDB id 1142283 DQM29 RS14235 WP 111741302.1 VVARRTVAKYRESLSIPPSNQRKQLI 478
NTDB id 1425 RS RS02020 WP 011000369.1 VVARRTVAKYREALKIPAVNLRKSL. 499
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