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NTDB id 1077 ABD1 RS06150 WP 000203218.1 MTSNFSQL.....STDALSPGQLPESVKALLKRAHINRYPKRTTIVDAGTESKSLYLILKGSVSIILREDDEREIVVAYL 75
NTDB id 1145 A1552VC RS12025 WP 000242749.1 ...............MVLGKPQTDPTLEWFLSHCHIHKYPSKSTLIHAGEKAETLYYIVKGSVAVLIKDEEGKEMILSYL 65
NTDB id 1142209 DQN30 RS09320 WP 005633332.1 MSNELTEIDEVVTSSQEEETTQRDPVLDWFLTHCHLHKYPAKSTLIHAGEDATTLYYVIKGSVMVSAKDDEGKEMILTYL 80
NTDB id 1409 HI 0957 AAC22618.1 MSNELTEIDEVVTSSQE.EATQRDPVLDWFLTHCHLHKYPAKSTLIHAGEDATTLYYVIKGSVMVSSKDDEGKEMILTYL 79
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NTDB id 1077 ABD1 RS06150 WP 000203218.1 NPGDFFGEMGLFEPNPQRTAEVRTRDVCEIAEISYDNFHELSKQYPDLSYAVFAQLVRRLKNTTRKMTDLAFIDVSGRIA 155
NTDB id 1145 A1552VC RS12025 WP 000242749.1 NQGDFIGELGLFEEGQERTAWVRAKTPCEVAEISFKKFRQLIQVNPDILMRLSGQMARRLQVTSQKVGDLAFLDVTGRIA 145
NTDB id 1142209 DQN30 RS09320 WP 005633332.1 GAGQFFGEAGLFDEGSKRSAWVKTKTTCEIAEISYKKYRQLIQANPEILMFLTAQLARRLQNTSRQVSNLAFLDVAGRIA 160
NTDB id 1409 HI 0957 AAC22618.1 GAGQFFGEAGLFDEGSKRSAWVKTKTTCEIAEISYKKYRQLIQANPEILMFLTAQLARRLQNTSRQVTNLAFLDVAGRIA 159
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