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NTDB id 1383 A4U84 RS08530 WP 005711781.1 MKKIRLIRPLAKAFTLIELMIVIAIIAILATIAIPSYTSYTQKAALSELLSASASYKSDVEICIYNV....GDKKISECS 76
NTDB id 1142198 DQN30 RS04325 WP 111696427.1 .MKLTTQTTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKSDVELCVYST....GK..PSSCS 73
NTDB id 1365 NTHI RS01955 WP 011271973.1 .MKLTTQQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYST....NE..TTNCT 73
NTDB id 1354 HI 0299 AAC21963.1 .MKLTTLQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYST....NE..TTSCT 73
NTDB id 1184 GTF74 RS02335 WP 000649326.1 .MK.AYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIAT....EGSF.PATTA 73
NTDB id 1167 A1552VC RS11065 WP 000649326.1 .MK.AYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIAT....EGSF.PATTA 73
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 .MK.AYKNKQQKGFTLIELMIVVAVIGVLAAIAIPQYQNYVKKSAIGVGLANITALKTNIEDYIAT....EGSF.PATTA 73
NTDB id 1197 PSJM300 03940 AFN76866.1 .....MKAQMQKGFTLIELMIVVAIIGILAAIALPAYQDYTVRSNAAAALAEITPGKIGFEQAINE.....GKT.PSLTS 69
NTDB id 1400 DSB67 RS12660 WP 010643261.1 .MK.TNKQKKQQGFTLIELMIVVAIIGILAALAIPAYQDYTKKATMAEFPKIASSTKLAVELCAHEHAADAGAF.KTKCH 77
NTDB id 1002 ACIAD RS15100 WP 004923779.1 .......MNAQKGFTLIELMIVIAIIGILAAIAIPAYTDYTVRARVSEGLTAASSMKTTVSENILN....AGAL.VAGTP 68
NTDB id 1274 LPP RS09530 WP 011214168.1 ........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAIT....NNAL.PATQA 67
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAIT....NNAL.PATQA 67
consensus ** ***!!!!!!!!!*!*!**!!**!*! !* !********** ! ** * * * * *
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NTDB id 1383 A4U84 RS08530 WP 005711781.1 SGK....NG...VRADKSDVPDAKYL...KSISVASGVITVAG.....KGNIDGYGYTMTPK.FANNNITWATSCQGADI 140
NTDB id 1142198 DQN30 RS04325 WP 111696427.1 GGS....NG...IAADITT..AKGYV...KSVTTSNGAITVEG.....NGTLDGMSYTLTAEGNSANGVTWKTTCGTTNV 136
NTDB id 1365 NTHI RS01955 WP 011271973.1 GGK....NG...IAADITT..AKGYV...KSVTTSNGAITVKG.....DGTLANMEYILQATGNAATGVTWTTTCKGTDA 136
NTDB id 1354 HI 0299 AAC21963.1 GGK....NG...IAADIKT..AKGYV...ASVITQSGGITVKG.....NGTLANMEYILQAKGNAAAGVTWTTTCKGTDA 136
NTDB id 1184 GTF74 RS02335 WP 000649326.1 GTA....AGFTRLGTVE.DMGDGKIVIAPTASGALGGTIKYTFD....AGVVSSS....KIQLARDANGLWTCSTT.VTS 139
NTDB id 1167 A1552VC RS11065 WP 000649326.1 GTA....AGFTRLGTVE.DMGDGKIVIAPTASGALGGTIKYTFD....AGVVSSS....KIQLARDANGLWTCSTT.VTS 139
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 GTA....AGFTRLGTVE.DMGDGKIVIAPTASGALGGTIKYTFD....AGVVSSS....KIQLARDANGLWTCSTT.VTS 139
NTDB id 1197 PSJM300 03940 AFN76866.1 TD.....EGYIGITDST.SYC...DV...DLDTAADGHIECTAKGGN.AGKFDGKT....ITLNRTADGEWSCAST.LDA 131
NTDB id 1400 DSB67 RS12660 WP 010643261.1 QTA....NG...IPAAF.TLN...NLTVTPAAGAASGAISITVNAANDKGPIKQNEKYILTATYASNGVTWSSECKDATN 146
NTDB id 1002 ACIAD RS15100 WP 004923779.1 STAGSSCVGVQEISASN.ATT...NVATATCGASSAGQIIVTMDTTKAKGA....NITLTPT.YASGAVTWKCTTTS.DK 138
NTDB id 1274 LPP RS09530 WP 011214168.1 ATGYV.........SPA.ATP...NVASIAIGA..NGVITITY.TAAAGGG....TIVMTPTLQANGDVTWTCTGGTLLA 127
NTDB id 1258 GCO85 RS09745 WP 014844212.1 ATGYV.........SPA.ATP...NVQSIAIGA..NGVITITY.TAAAGGG....TIIMTPTLQANGDVTWTCTGGTLLA 127
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NTDB id 1383 A4U84 RS08530 WP 005711781.1 SLFPANFCGQKATP 154
NTDB id 1142198 DQN30 RS04325 WP 111696427.1 DIFPAGFCSK.... 146
NTDB id 1365 NTHI RS01955 WP 011271973.1 SLFPANFCGSVTQ. 149
NTDB id 1354 HI 0299 AAC21963.1 SLFPANFCGSVTK. 149
NTDB id 1184 GTF74 RS02335 WP 000649326.1 EIAPKGCTAGATIN 153
NTDB id 1167 A1552VC RS11065 WP 000649326.1 EIAPKGCTAGATIN 153
NTDB id 1160 ABDM36 RS02330 WP 000649326.1 EIAPKGCTAGATIN 153
NTDB id 1197 PSJM300 03940 AFN76866.1 KYKPGKCS...... 139
NTDB id 1400 DSB67 RS12660 WP 010643261.1 AVQTSYCP...... 154
NTDB id 1002 ACIAD RS15100 WP 004923779.1 KYVPSECRG..... 147
NTDB id 1274 LPP RS09530 WP 011214168.1 KYRPASCRP..... 136
NTDB id 1258 GCO85 RS09745 WP 014844212.1 KYRPASCRP..... 136
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X non conserved

X similar

X ≥ 50% conserved


