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STa RepaseoTin

SPFE NFC.QKATP 154
DEFIZAGFCSK . 146
SEFIZENFC SVTQ. 149
SHEF)3 NFC SVTK. 149
ERAIZK G GATIN 153
E APKGCT GATIN 153
ERAZKGOTEAGATIN 153
KYKIZGK@®S . ... .. 139
AlQTSYCP ...... 154
KYV ER. ..... 147
KYRIZMSORP . .. .. 136
KYR SCRP ..... 136

X non conserved
B similar
>50% conserved

140
136
136
136
139
139
139
131
146
138
127
127



