
logo MKKLWLMS
K
R
TLYFTFSLMSVLTVLFCLGGLAI

L
F
L
V
S
V
A
A
P
S
M
T
S
T
S
W
FAETEKTVAKTAETXDSQKTEAHQPSTPVVATVMTQAQTVEAAQAVTAQYPEKAGTVI

N
V
A
E
S
I
N
D
T
V
K
L
VNVINSTATVAQSE IAQDTKAKLSL IVTGIGEAKKAEQDAIV

NTDB id 1395 DSB67 RS04445 WP 010649155.1 MKWM......LTLCLLILAPMSWAETKTKADK..............YEGIEITVNVNSATAQEIATLLIGIGEKKAQDIV 60
NTDB id 1382 A4U84 RS07375 WP 062924234.1 MKKLSR.YTFSLLF.GLFSATTFAEEKVTTSTEHTPVVMQQV.AATQKVNANVVNINTATASEIQDKLVGIGAKKAQAIV 77
NTDB id 1142192 DQN30 RS03705 WP 172454024.1 MKLMKTLFTSMVLCGALVASSSFAEEKATEQTAQPVVATQTEAQVAPATVSDKLNINTATVSEIQKALTGIGAKKAEAIV 80
NTDB id 1362 HI 1008 AAC22669.1 ...MKTLFTSVVLCGALVVSSSFAEEKATXQTAQSVVTTQAEAQVAPAVVSDKLNINTATASEIQKSLTGIGAKKAEAIV 77
consensus ** *********!**********!!*!** ******* ** *************!*!*!!**!!** !*!!!*!!! *!!
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NTDB id 1395 DSB67 RS04445 WP 010649155.1 EYRNEHGPFKTAADLTKVKGIGEATVRKNEDRILL. 95
NTDB id 1382 A4U84 RS07375 WP 062924234.1 EYREKNGKFLNVEQLTEVSGIGKATLEKNRDCIVIE 113
NTDB id 1142192 DQN30 RS03705 WP 172454024.1 QYREKHGNFTSAEQLLEVQGIGKATLERNRDRITF. 115
NTDB id 1362 HI 1008 AAC22669.1 QYREKHGNFXNAEQLLEVQGIGKATLEKNRDRIIF. 112
consensus !!***!*! ****! *!*!!!*!!***!*!*!**
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