logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1142009 DQL12 RS10565 WP 050255604.1
276 KZH43 RS09235 WP 000265622.1

235 SPD RS09865 WP 000265622.1

201 SPR RS09400 WP 000265622.1

166 SP RS10350 WP 000265622.1

534 SMSK321 RS0102610 WP 000265640.1
506 SM12261 RS00975 WP 000265657 .1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

1142009 DQL12 RS10565 WP 050255604.1
276 KZH43 RS09235 WP 000265622.1

235 SPD RS09865 WP 000265622.1

201 SPR RS09400 WP 000265622.1

166 SP RS10350 WP 000265622.1

534 SMSK321 RS0102610 WP 000265640.1
506 SM12261 RS00975 WP 000265657 .1

consensus

R LA

LRI ATIONEES L CE1UM

MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQ AHYQDYALNKEKLVAFAMAKRTKDKIEQESGEQEFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK

MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK
MWKKEKVKAGVL YAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKL AFAMAKRTKEKVEQESGEQRFNLGQVSYQNKK

MWKKWNKVKAGVLLYAVT AATFSLLLQFYLNRQVAHYQDYWLNKEKLVAFAMAKRTKDKVEQESGEQEFNLGQVSYQNKK
B N

LR HEHE AR TR A

TGLVTRVRTDKSQEEFLFPSVKIKEEKRDKKEEVITDSSEKVEKKKSEEKPEKKENS 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
137
137

X non conserved
B similar
> 50% conserved



