logo

NTDB id 1141959 DQL12 RS01380 WP 050255470.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1141959 DQL12 RS01380 WP 050255470.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1141959 DQL12 RS01380 WP 050255470.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1141959 DQL12 RS01380 WP 050255470.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1141959 DQL12 RS01380 WP 050255470.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

logo

NTDB id 1141959 DQL12 RS01380 WP 050255470.

NTDB id 291 STER RS01205 WP 011680685.1
NTDB id 323 STU RS10650 WP 011225396.1
consensus

K R Ve e AL TR R A TENT

MR I TF L F|§ IVVYHEFGHF FAK SGILVREFAIGMGPKIFAHMGKDGTERIWYTIRILPLGGYVRMAGWG DTTEIKT]
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT]
MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKT)

AT T T

G PIYSLTL IyDGKV RINLS[Y I DQTALPM VT[N DIJEDKLIJTINGLVLIAERKT E\WVDHDAT VEERIDGTE RIAPHEDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY]
GSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQY

Ol TR R WA o)

TN VL QNS Ik e s

QNA IWG LITNFAGPMNNFILGV VF|l LMF QGGVIIDUMITN{pg: VEAGAINQYG |y TRAT(eR):4aV W SLl
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE|
QNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKE

Tt e T ol L ko L L

EMETEKDK PERBDAINE . SEK[GSBIK QNSRY T)3

ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQ SQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN

ALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQIYSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITN
D skskoskok | skokokokokokokok Dok DD skokokokok Dokokokokokok Dok Dok DD Dok Dok DD Dok Dotk Dototokokokokokok DD Dok Dotk Dotk | Dok | Dok | e

ALV o S L AL A A R ST LY

PDIRSRGGAWNTIAK ASISDEWER N (¢ EN Lygg®8 M SIN GIFNLIPIPALDGGKIV|ENI EAIRRKPLIJQEIE Y TLAGY|
FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNITIEAIRRKPLNQEIESYITLAGV
FSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGV

evWLMND 1

i MVVLMIAVTWNDIMRIRE FjasRe]
AVMVVLMIAVTWNDIMRAFEF 420
AVMVVLMIAVTWNDIMRAFFR 420

X non conserved
B similar
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