o DA A Lo el T RLIEN Lo ue el ke gL et RRREF

NTDB id 1141931 DQK98 RS10115 WP 000345119.1 |UIJQRNQNSYT Y|MEEN| V(e V DJLEATINIYDAL EQN YLD EjgdR [0 K NNFIL JHLELIKEEW]S QF 1M KA[EQ 80
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS 80
consensus PUEEEE b b bk b Dok Dseseskoskosk Dok Do DD D Do DD Dok b bk Dskseoskeskeskosk Dok b bosksk Dok Do Dok DD Dok | Dok | |k
00 AR D e sy 17 st 1YL DL sk s
ALLLV TIL I LTSL L
NTDB id 1141931 DQK98 RS10115 WP 000345119.1 IM[.LQ NHQFTPD I | EINLIeAX - g1 E GSGUIGHL INT)3 §sSIMKI{ DY 'G E DDLLIDL :AS ADV [e3H0] 160
NTDB id 401 FSA28 RS09370 WP 002291646.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSS 160
NTDB id 392 SMU RS09000 WP 002263442.1 QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSS 160
consensus sk DUk DD DD DD Do Doeskeokoskskokokok Dok Dokskskokskokok Dok Dok DD Dok Dok Dok Dok Dok Dl Dok Dok DL DD Do Dbk DD sk

o (HRELAIR QLB DL b R RELA Ak AL

NTDB id 1141931 DQK98 RS10115 WP 000345119.1 AGIAURGIEAAALNENRGHSIVAANRSIINATACRE 42BNy A NN S| HOAWNS'S () El: MR @:8:0: 0N RUIAN GINQARY S BIC Y NN WY S DR RPN 240

NTDB id 401 FSA28 RS09370 WP 002291646.1 VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQEEEYIS
NTDB id 392 SMU RS09000 WP 002263442.1 VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQEEEYY
consensus N N N N N NN e N N N R oy ey ey oy ey N NN Y NNy ey N N NN Y NN
[ [

L L) A 0. g o gscosues W Lo e e e

D ASLV ANAKQ A KEIN QI TEI
NTDB id 1141931 DQK98 RS10115 WP 000345119.1 [EDMBAE[MKEEA ISLPEN FIN [N BK IF LINKESY M ElgFVYPLINSLQDINSVLIY FreaN F(aKWEY [cHuchau.- Y
NTDB id 401 FSA28 RS09370 WP 002291646.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317

NTDB id 392 SMU RS09000 WP 002263442.1 SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
consensus

X non conserved
B similar
>50% conserved



