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NTDB id 1141789 DQN48 RS03690 WP 013023020.1 .MLDPKILQNLPTTFGVYQYFDANGKLLYVGKAKNIKKRVKSYFRIFENTLIPNPTASTRIKLMLSQVSHIHTMVVSSEQ 79
NTDB id 1206 C694 RS04180 WP 000774319.1 MADLLSSLKNLPNSSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSIRNNEITPNHRASLRIQMMVKQIAFLETILVENEQ 80
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NTDB id 1141789 DQN48 RS03690 WP 013023020.1 DALLLENSMIKQLKPKYNILLRDDKTYPYIVIDLEEDFPSISITRKIQDQKSLRYFGPYPSGGRDILDSLQDLLPLVQKK 159
NTDB id 1206 C694 RS04180 WP 000774319.1 DALILENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKK 160
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NTDB id 1141789 DQN48 RS03690 WP 013023020.1 SCVKGKKACLFYQIQKCPAPCENKISKDAYALTIKQAIKILQNKKLLLSLIEQKMLSLSQNLLFEEAQIYKNRLQKIKEL 239
NTDB id 1206 C694 RS04180 WP 000774319.1 NCIKDKKACIFYQIERCKAPCENKITKEEYLKIAKECLEMIENKDRLIKELELKMERLSNNLRFEEALIYRDRIAKIQKI 240
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NTDB id 1141789 DQN48 RS03690 WP 013023020.1 SSFSEISAQKPYDLDIISAIKEPHKNGYIAILVKLFMRNGKIIAADSKRVRSDYDIDIQSLFTQYLLSHYKHKLPLLPQA 319
NTDB id 1206 C694 RS04180 WP 000774319.1 APFTCMDLAKLYDLDIFAFYGAS....NKAVLVKMFMRGGKIISSAFEKIHSLNGFDTDEAMKQAIINHYQSHLPLMPEQ 316
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NTDB id 1141789 DQN48 RS03690 WP 013023020.1 ILVSEE.LEDVQGLQNFLQDTQGRKIPISVPKSGFKKNLIHIGIKNARELLRQEANLCASDILIQIKESFALSQTPFRIE 398
NTDB id 1206 C694 RS04180 WP 000774319.1 ILLNACSNETLKELQEFISHQYSKKIALSIPKKGDKLALIEIAMKNAQEIFSQEKTSNEDLILEEARSLFKLECMPYRVE 396
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NTDB id 1141789 DQN48 RS03690 WP 013023020.1 VFDTSHHAMSFNVGGMIVYDMQNFDPSSYRHYNLQSKDEYAQMREMLLHRIESFVKSPPPNLWVIDGGRAQLNLAQNLLE 478
NTDB id 1206 C694 RS04180 WP 000774319.1 IFDTSHHSSSQCVGGMVVYENNAFQKNSYRRYHLKGSDEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIALEILK 476
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NTDB id 1141789 DQN48 RS03690 WP 013023020.1 SAGYDIDILAISKEKRDHKAYRAKGYARDRIYTKERDLRLDPSDKRLQFLQKLRDESHRFAIKFHRSQKTKNLTK..... 553
NTDB id 1206 C694 RS04180 WP 000774319.1 SSGSFVEVIAISKEKRDSKAYRSKGGAKDIIHTPSDTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQIALLK 556
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NTDB id 1141789 DQN48 RS03690 WP 013023020.1 NLPYTTAEQKRLLQYFGDFAKLQSASAQEISQVLRNKPSKKTQG 597
NTDB id 1206 C694 RS04180 WP 000774319.1 EKGIGEASVKKLLDYFGSFEAIEKASEQEKNAVLKKRI...... 594
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