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NTDB id 1141762 DQL20 RS10575 WP 006595360.1 80
NTDB id 422 SGO RS10255 WP 012131059.1 . 79
NTDB id 248 KZH43 RS00225 WP 000801613.1 . AEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENK 79
NTDB id 207 SPD RS00240 WP 000801613.1 . AEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENK 79
NTDB id 172 SPR RS00235 WP 000801613.1 . AEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENK 79
NTDB id 132 SP RS00260 WP 000801611.1 . AEKEMSLSTRATVEPSRILANIQSTSNNRILVNHLEENK 79
NTDB id 512 SMSK321 RS10735 WP 000801634.1 79
NTDB id 484 SM12261 RS00280 WP 000801588.1 79
consensus ! * et Palbalsl kel Ik rrd Plhoskskok Do D D okokok 1ok ] ! ! L A I B
IRRCELL e VQ NS0, ACRRELE L5 N our RN el
1 B(Q Kf&) E : NEA
NTDB id 1141762 DQL20 RS10575 WP 006595360.1 Q 160
NTDB id 422 SGO RS10255 WP 012131059.1 Q Q 159
NTDB id 248 KZH43 RS00225 WP 000801613.1 LLVQYQEGAEGVQAESYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQ 159
NTDB id 207 SPD RS00240 WP 000801613.1 LLVQYQEGAEGVQAESYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQ 159
NTDB id 172 SPR RS00235 WP 000801613.1 LLVQYQEGAEGVQAESYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQ 159
NTDB id 132 SP RS00260 WP 000801611.1 LLVQYQEGAEGVQAESYASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQ 159
NTDB id 512 SMSK321 RS10735 WP 000801634.1 LLVQYQEGAEGVQAE YASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQ 159
NTDB id 484 SM12261 RS00280 WP 000801588.1 LLVQYQEGAEGVQAE YASQLDMLKDQKKQLEYLQKSLQEGENHFPEEDKFGYQATFRDYISQAGSLRASTSQQ 159
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NTDB id 1141762 DQL20 RS10575 WP 006595360.1 NASNNSIaLVESYNS]S SOV NouNes ANiQ D QiAK . 239
NTDB id 422 SGO RS10255 WP 012131059.1 NINTIASQNAAASQ QAE G ISpd K NHRNL ¢VGEDASHPLHSIRAENRDRLSLAIMBKATAQS(N I A0 239
NTDB id 248 KZH43 RS00225 WP 000801613.1 NETIASQNAAASQTQAEIGNLISQTEAKIRDYQTAKSAIETGISLA QNLAYSLYQSYKSQGHENER 236
NTDB id 207 SPD RS00240 WP 000801613.1 236
NTDB id 172 SPR RS00235 WP 000801613.1 236
NTDB id 132 SP RS00260 WP 000801611.1 236
NTDB id 512 SMSK321 RS10735 WP 000801634.1 236
NTDB id 484 SM12261 RS00280 WP 000801588.1 236
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NTDB id 1141762 DQL20 RS10575 WP 006595360.1 319
NTDB id 422 SGO RS10255 WP 012131059.1 QISQLE ATYRVQYAG GQQAYASLSSQLSLK QLKVGQEL 0]Q Q Q 319
NTDB id 248 KZH43 RS00225 WP 000801613.1 AQISQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQEL 316
NTDB id 207 SPD RS00240 WP 000801613.1 AQISQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQEL 316
NTDB id 172 SPR RS00235 WP 000801613.1 AQISQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQEL 316
NTDB id 132 SP RS00260 WP 000801611.1 AQISQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQEL 316
NTDB id 512 SMSK321 RS10735 WP 000801634.1 AQ SQLESSLTYRVQYAGSGQQAYASGLSSQLESLKSQHLAKVQEL 316
NTDB id 484 SM12261 RS00280 WP 000801588.1 AQ SQLESSLATYRVQYAGSGTQQAYASGLSSQLESLKSQHLAKVGQEL 316
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