logo

NTDB id 601
NTDB id 378
NTDB id 281
NTDB id 245
NTDB id 243
NTDB id 241

Kw2 RS02615 WP 021036805.1
SMU RS02690 WP 002263569.1
KZH43 RS03550 WP 000882517.1
SPD RS03860 WP 000882517.1
SPR RS03635 WP 000882517.1
SP RS04015 WP 000882523.1

NTDB id 85 BSU 00860 NP 387967.1

NTDB id 610

NTDB id 1141759 DQL20 RS10140 WP 006595444 .1

NTDB id 287
NTDB id 290
NTDB id 289
NTDB id 377
NTDB id 297
NTDB id 329
consensus

logo

NTDB id 601
NTDB id 378
NTDB id 281
NTDB id 245
NTDB id 243
NTDB id 241

V4T04 RS10165 WP 012897346.1

SP RS11210 WP 001109712.1
KZH43 RS10025 WP 001109677.1
SPD RS10700 WP 001109677.1
SMU RS09275 WP 002262344.1
STER RS00545 WP 011680614.1
STU RS10020 WP 011225298.1

KW2 RS02615 WP 021036805.1
SMU RS02690 WP 002263569.1
KZH43 RS03550 WP 000882517.1
SPD RS03860 WP 000882517.1
SPR RS03635 WP 000882517.1
SP RS04015 WP 000882523.1

NTDB id 85 BSU 00860 NP 387967.1

NTDB id 610

NTDB id 1141759 DQL20 RS10140 WP 006595444.1

NTDB id 287
NTDB id 290
NTDB id 289
NTDB id 377
NTDB id 297
NTDB id 329
consensus

V4T04 RS10165 WP 012897346.1

SP RS11210 WP 001109712.1
KZH43 RS10025 WP 001109677.1
SPD RS10700 WP 001109677.1
SMU RS09275 WP 002262344.1
STER RS00545 WP 011680614.1
STU RS10020 WP 011225298.1

V
Yot esho, eheRF ezl ESIHLL o e R LoD b B0 s BN

. .MMFGRESERAQKVLALBQEEMLRLGHNN
PTLDRILEKEEEYIMHQYQYGT
KALLETIEABMQILJAGHFDSQT

U\GSVLSDYPMQIDDF..QDAA...EHITGQVYQ
I\GATLNDYPYEMDRL . .EEVA. . .LELTETDYS
INGATLNDYPYEMDRL. .EEVA...LELTETDYS
INGATLNDYPYEMDRL . .EEVA...LELTETDYS
INGLSFAEFEADVRFEDYQAAATILAIGKKPKSSS
WWYLTFTDFEDRIHSEEIETAAVLAMEKRPKDLS
IWLTFTDFEDRIHSEEIETAAVLAMEKRPKDLS

MKFENIK

..... KALNECIESJ\YMVEIGHFGARY

..... KALNECIESEYMVIAGHFGARY

..... KALNECIESEYMVIAGHFGARY
LKMQEVFRLEQFEMARFESSY
RKMQAIFHRIQLEMERFESPF
RKMQAIFHREQLENERFESPF

Mmmmmmome

Bl ol el e W

‘ PVt Re | Fro FSYEDBKPEVQOQLEEBLE%E

R \/
oLy R Bhe DLA dov s TR . L
BILCENCYQN. . . MKSECGHEAME@AGNASIGNSDEP . . .. ........ FNP.FNFSAQGQ

C YTSVN
.. . JUIHIRYANVN DILCRAINCYQM . . . MKTDPJSNGPLNHRSQQMNSSS. . ... ...t INPFFDBFFGDISNNF
JRIHRYTNLN DILCAINCYKM . . . IKTDPNNS|BEKGMTBLINNRD . . . . ........... FDP.FGNFFND|ENNF

............... FDP.FGNFFND|ENNF

JRIHIBYTNLN DILCRAINCYKM. . . IKTDPNNS|BEKGMT

..TIHLYTNLN DILCAINCYKM. . . IKTDPNNS|BEKGMTBILINRD . . . . ........... FDP .FGNFFND|ENNF
.. . JRIHRYTNLN DILCAINCYKH®. . . IKTDPNNS|BEKGMTBILNRD . . . .. .......... FDP.FGNFFND|ENNF
GQEMSQTIHY IAINNLGVSLNKARQQVLQL.........

VKVKRSTLRF
RDGRYEJFPF
QDE@FTELPFERRLQVLFEABYVAS
QDEGFTELPFERRLQILFINEABYVAS
QDERFTELPFERRLQILFIEABYVAS
N. .DfM
ESDIMD

TIFHBSNALATRPERAGFSYEDKKDQVKIAABRRNIREER
T)RHBIGNALATR@S®ERAGFSYEDKKDQVKIAABRRNIFEER
TIFHBGNALATRPERAGFSYEDKKDQVKIAABRRNIBEER

MIBLNPNLLATRESELVGFHAKDDGESIRLLPMRKV

......... QKINIVSERKEIMEKR
INEYVGFRYDDQEDGIKIVEBRKSIMEQR
ERY

MLEQEHELKRTEAEAAAISQ
MRAQEPELEAMBQEAREIAS FIMLHKBLMVCREIEVAGFQYKDDSDKPRI IDMRRSIMERN
ESDIMDMRAQEPELEAMBQEARNGIAS FIMLHKBLMVCRIIEVAGFQYKDDSDKPRI IPDMRRSMERN

* [pN2 NP RPN P NP RPN NP

* % ok X% * *




|

logo K SSEEQLKM Bsﬁﬁﬁz RS LOYOON Ys,%%N%Fng'spK%\%% \.;EQETéRgTE*AB #Qv R

NTDB id 601 KW2 RS02615 WP 021036805.1 .DFNGAASNQT ..... PIHTQTGG. ......... RGPREPQNPRAKQPK| DPVIGRDIZEIIMR 136
NTDB id 378 SMU RS02690 WP 002263569.1 REFNNQDLPNT. .. .. PIHFTQAGGGNGNGGN .N.RRPGEBPQQQASQKPN DPVIGRDIXE IR 143
NTDB id 281 KZH43 RS03550 WP 000882517.1 RPS@N. .TPPH. .. .. PIHTQSGGGYGGNGGYGSQONRGSAQTPPIESQEK DPVIGRDIJEIMR 142
NTDB id 245 SPD RS03860 WP 000882517.1 RPSSN..TPPH. . ... PIHTQSGGGYGGNGGYGSQNRGSAQTPPIESQEK DPVIGRDIEIMR 142
NTDB id 243 SPR RS03635 WP 000882517.1 RPSSN. .TPPH. . ... PIHTQSGGGYGGNGGYGSQONRGSAQTPPIESQEK DPVIGRDIJEIMR 142
NTDB id 241 SP RS04015 WP 000882523.1 RPSSN..TPPH. . ... PIHTQSGGGYGGNGGYGSQONRGSAQTPPIESQEK DPVIGRDIEIMR 142
NTDB id 85 BSU 00860 NP 387967.1 LESNETG. . ... ittt e et e e e e e SSAAGTNSNANEP TISBISL ARMIRNAIVNEE D S|RAANEN:IS KRl Qlsk 192
NTDB id 610 V4T04 RS10165 WP 012897346.1 T LKVPESKKAVTPMSKRKM. . . . ............. KG.VAENSTHEP TIRBS VS SIRWIENLEK)I8) MR N el A )i D)} 205
NTDB id 1141759 DQL20 RS10140 WP 006595444 .1 AWDKEAVKAM.RSLYRAQQ........... PNRQTMENMMGM|ZAST 218
NTDB id 287 SP RS11210 WP 001109712.1 ACWBREDLKAM.RQRHRTVA. . ... ...... DKQNSMBENMMGMIZQ TP, 218
NTDB id 290 KZH43 RS10025 WP 001109677.1 ACWEMREDLKAM.RQRHRTVA. .. ........ DKQNSMENMMGMIZQ TP, 218
NTDB id 289 SPD RS10700 WP 001109677.1 ACWEMREDLKAM.RQRHRTVA. ... ... .... DKQNSMENMMGM|ZQ TP, 218
NTDB id 377 SMU RS09275 WP 002262344.1 ACMFSKEDIKAM . FEMRKIMKKV . . ... ..... KNSSSFSDLMKPJ. SV 222
NTDB id 297 STER RS00545 WP 011680614.1 ACMLSKQDLKAM . HDLRKIFKKS . . . ... .... KASANF NMMQPQSS 225
NTDB id 329 STU RS10020 WP 011225298.1 ACMLSKQDLKAM . HDLRKIMKKS . . . ... .... KASANF NMMQPQSS 225
consensus * ok * *ok D okok | * ckx bl x

L RRINLY B KAt LA oo DA e o EER

\,%V\.N | RIXB DIk TRLLY VAL VAo | RN BT CEN, Ml B Bl

NTDB id 601 KW2 RS02615 WP 021036805.1 TKNNPVL GEIYGVGKTA DQKQNKE S K 216
NTDB id 378 SMU RS02690 WP 002263569.1 TKNNPVL GEIYGVGKTA DEDANHOKIMHGKN § K 223
NTDB id 281 KZH43 RS03550 WP 000882517.1 TKNNPVL GEIYGVGKTA DEDARHHKINQGKQ S K 222
NTDB id 245 SPD RS03860 WP 000882517.1 TKNNPVL GEIYGVGKTA DEDARHHKINQGKQ S K 222
NTDB id 243 SPR RS03635 WP 000882517.1 TKNNPVL GEIYGVGKTA DEDARHHKINQGKQ S K 222
NTDB id 241 SP RS04015 WP 000882523.1 TKNNPVL GEIYGVGKTA DEDARYHKINQGKQ S V[N K 222
NTDB id 85 BSU 00860 NP 387967.1 TKNNPVL GEIYGVGKTA 272
NTDB id 610 V4T04 RS10165 WP 012897346.1 TKNNPVL 285
NTDB id 1141759 DQL20 RS10140 WP 006595444 .1 TKNNPVL 298
NTDB id 287 SP RS11210 WP 001109712.1 TKNNPVL 298
NTDB id 290 KZH43 RS10025 WP 001109677.1 TKNNPVL 298
NTDB id 289 SPD RS10700 WP 001109677.1 TKNNPVL 298
NTDB id 377 SMU RS09275 WP 002262344.1 TKNNPVL 302
NTDB id 297 STER RS00545 WP 011680614.1 TKNNPVL 305
NTDB id 329 STU RS10020 WP 011225298.1 TKNNPVL 305

consensus INENEY [ ! ! AN



logo

NTDB id 601 KW2 RS02615 WP 021036805.1
NTDB id 378 SMU RS02690 WP 002263569.1
NTDB id 281 KZH43 RS03550 WP 000882517.1
NTDB id 245 SPD RS03860 WP 000882517.1
NTDB id 243 SPR RS03635 WP 000882517.1
NTDB id 241 SP RS04015 WP 000882523.1
NTDB id 85 BSU 00860 NP 387967.1

NTDB id 610 V4T04 RS10165 WP 012897346.1
NTDB id 1141759 DQL20 RS10140 WP 006595444 .1
NTDB id 287 SP RS11210 WP 001109712.1
NTDB id 290 KZH43 RS10025 WP 001109677.1
NTDB id 289 SPD RS10700 WP 001109677.1
NTDB id 377 SMU RS09275 WP 002262344.1
NTDB id 297 STER RS00545 WP 011680614.1
NTDB id 329 STU RS10020 WP 011225298.1
consensus

logo

NTDB id 601 KW2 RS02615 WP 021036805.1
NTDB id 378 SMU RS02690 WP 002263569.1
NTDB id 281 KZH43 RS03550 WP 000882517.1
NTDB id 245 SPD RS03860 WP 000882517.1
NTDB id 243 SPR RS03635 WP 000882517.1
NTDB id 241 SP RS04015 WP 000882523.1
NTDB id 85 BSU 00860 NP 387967.1

NTDB id 610 V4T04 RS10165 WP 012897346.1
NTDB id 1141759 DQL20 RS10140 WP 006595444 .1
NTDB id 287 SP RS11210 WP 001109712.1
NTDB id 290 KZH43 RS10025 WP 001109677.1
NTDB id 289 SPD RS10700 WP 001109677.1
NTDB id 377 SMU RS09275 WP 002262344.1
NTDB id 297 STER RS00545 WP 011680614.1
NTDB id 329 STU RS10020 WP 011225298.1
consensus

Tl
E

H:

et Sk

i3

Sl R e A Tl

NILKPALARGISL[N VGATTIRYE Y]388
NILKPALARGIZL[N VGATTIRYE Y]388
NILKPALARGISL[N VGATTIRYE Y]358
NILKPALARGISL[N VGATTIRYE Y]388
NILKPALARGIAL[N VGATTIRYE Y]388
NILKPALARGISL[N VGATTIBYE Y348

E ek

all

D
D
D
D
D
D
N
D
H
Q
Q
Q
H
K
K

ILFIDELHT

I FIDELHTI
ILFIDELHTI
ILFIDELHTI
ILFIDELHTI
ILFIDELHTI

LFIDELHTI
ILFIDELHTI
ILFIDELHTI
dokor DD Dok Dok 1)

ol T

EENEINENE *k ]

flat Y

DHDEA W@b@ﬁ@e@e Qg@LiﬂgugKF?%A

I\ENKKNERT
I\ENLKAQAT
I\ENLKSQIT
I\ENLKSQAT
I\ENLKSQIT
NENLKSQAT

DS
.KAPAY
..EEKR
.EAKR ..
[ B R B * * * * %k * |

== 000000 NN IR N N 5 7RO

Dkx ok bexl Lokl Lxo 1x Il T

295
302
301
301
301
301
351
365
378
378
378
378
382
385
385

373
380
379
379
379
379
431
445
449
450
450
450
452
455
455



seeDrehiopate B A e e
roeDEROBERRR b e iRk TR B R VLG T
NTDB id 601 KW2 RS02615 WP 021036805.1 TDEDMP QERAAYGDIRKEK L 447
NTDB id 378 SMU RS02690 WP 002263569.1 DKENTP L 454
NTDB id 281 KZH43 RS03550 WP 000882517.1 TDQDTP L 453
NTDB id 245 SPD RS03860 WP 000882517.1 TDQDTP L 453
NTDB id 243 SPR RS03635 WP 000882517.1 L 453
NTDB id 241 SP RS04015 WP 000882523.1 NERAYGDIRK EK L 453
NTDB id 85 BSU 00860 NP 387967.1 (CARAUSKBAQT 511
NTDB id 610 V4T04 RS10165 WP 012897346.1 FS.KEDKRQE 520
NTDB id 1141759 DQL20 RS10140 WP 006595444 .1 ASPKG.YQLEEDLKT 514
NTDB id 287 SP RS11210 WP 001109712.1 . (CARAUQKIRT QT 515
NTDB id 290 KZH43 RS10025 WP 001109677.1 CARAUQKIRT QT 515
NTDB id 289 SPD RS10700 WP 001109677.1 G I P V[epeLyneky 515
NTDB id 377 SMU RS09275 WP 002262344.1 (CNRAUKKIRT QA 518
NTDB id 297 STER RS00545 WP 011680614.1 (CARAYEKMT QT 521
NTDB id 329 STU RS10020 WP 011225298.1 CRAUEKMT QT 521
consensus * % * * %k %k %k * * * ok ok |k * * *kkokk ok lk x| x
Dl R R e | FL T ATELARA e 10RD Y Elesesluch
Qy (\E\ L \/ S Q hE DS \I_L e SI 1 =

NTDB id 601 KW2 RS02615 WP 021036805.1 IRFDMSEYMEKI:EAY 527
NTDB id 378 SMU RS02690 WP 002263569.1 IRFDMSEYMEKI|:¥\Y 534
NTDB id 281 KZH43 RS03550 WP 000882517.1 IRFDMSEYMEKI:BAY 533
NTDB id 245 SPD RS03860 WP 000882517.1 IRFDMSEYMEK|:6M 533
NTDB id 243 SPR RS03635 WP 000882517.1 IRFDMSEYMEKI|:BAY 533
NTDB id 241 SP RS04015 WP 000882523.1 Q IRFDMSEYMEK|:68M 533
NTDB id 85 BSU 00860 NP 387967.1 FLGPTGVGKTELA ALA 591
NTDB id 610 V4T04 RS10165 WP 012897346.1 FLGPTGVGKTELAKALA 600
NTDB id 1141759 DQL20 RS10140 WP 006595444 .1 FLGPTGVGKTELAKALA 594
NTDB id 287 SP RS11210 WP 001109712.1 FLGPTGVGKTELAKALA 595
NTDB id 290 KZH43 RS10025 WP 001109677.1 FLGPTGVGKTELAKALA 595
NTDB id 289 SPD RS10700 WP 001109677.1 FLGPTGVGKTELAKALA 595
NTDB id 377 SMU RS09275 WP 002262344.1 FLGPTGVGKTELAKALA 598
NTDB id 297 STER RS00545 WP 011680614.1 FLGPTGVGKTELAKALA 601
NTDB id 329 STU RS10020 WP 011225298.1 FLGPTGVGKTELAKALA 601

consensus Pl | o Lk L Ik N R NN e e e N NN N N Il



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

601
378
281
245
243
241

KW2 RS02615 WP 021036805.1
SMU RS02690 WP 002263569.1
KZH43 RS03550 WP 000882517.1
SPD RS03860 WP 000882517.1
SPR RS03635 WP 000882517.1
SP RS04015 WP 000882523.1

85 BSU 00860 NP 387967.1

610

1141759 DQL20 RS10140 WP 006595444 .1

287
290
289
377
297
329

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

601
378
281
245
243
241

V4T04 RS10165 WP 012897346.1

SP RS11210 WP 001109712.1
KZH43 RS10025 WP 001109677.1
SPD RS10700 WP 001109677.1
SMU RS09275 WP 002262344.1
STER RS00545 WP 011680614.1
STU RS10020 WP 011225298.1

KW2 RS02615 WP 021036805.1
SMU RS02690 WP 002263569.1
KZH43 RS03550 WP 000882517.1
SPD RS03860 WP 000882517.1
SPR RS03635 WP 000882517.1
SP RS04015 WP 000882523.1

85 BSU 00860 NP 387967.1

610

1141759 DQL20 RS10140 WP 006595444 .1

287
290
289
377
297
329

consensus

V4T04 RS10165 WP 012897346.1

SP RS11210 WP 001109712.1
KZH43 RS10025 WP 001109677.1
SPD RS10700 WP 001109677.1
SMU RS09275 WP 002262344.1
STER RS00545 WP 011680614.1
STU RS10020 WP 011225298.1

1Y ekt R D LD s ek

E GNLTE VRAYPYS LIWDE EKAHPD
E
E
E
E
E

Tl i BDEKIV

GELTEKVREPYS LISDEVEKAHPD
GRLTEKVREWPYS LISDEVEKAHPD
GERLTEKVREWPYS LISDEVEKAHPD
GRLTEKVREWPYS LIBDEVEKAHPD
GRLTEKVREWPYS LISDEVEKAHPD

LIMDE EKAHPD LQVL DGBLTD GRWVDFBINTI IMTSN

LIMDEVEKAHPD GRIQVDFIINTITIIMTSN

LRDEVEKAHPD LQVLDDGMLTD GRIQVDFRINTIIIMTSN

LIIDEVEKAHPD LQVLDDGMLTD GRIVDFRINTIIIMTSN

LIIDEVEKAHPD LQVLDDGMLTD GRQVDFRINTIIIMTSN

LDEVEKAHPD LQVLDDGMLTD GRIQVDFRINTIIIMTSN

LIIDEVEKAHPD LQVLDDGMLTD GRIVDFRNTIIIMTSN

L3DE EKAHPD LQVLDDGMLTD GRIQVDFRNTIIIMTSN

LIIDE EKAHPD LQVLDDGWLTD GRIVDFRINTIIIMTSN

L T T e O I B I R LI A R T B B B B A B B B B B S B B B R I I B I B B *

oL T IRIE ot b st

Kol KR{
ADVYAR k2Bl
AGFINAREG . . . . . EESA D
TDKVKEK|®

TDKVKEK]®
TDKVKEK)®
TDKVKEK]®
TDKVKEK]®

UUUUUUUU:U'—]'—]'—]'—]UJ<I

Q
s
Q
p=
n
e
=1
Q
3]

=)
=
(]
)]

QANVQDETQNHKDWIKD
[QAFNKNITADYSANIKS
[QAINKDIRFDQANNIEK
[QAFN\KDIRFDQENNIEK
[QAINKD IRFDQENNIEK
[QAINKDIRFDQENNIEK
AVNKSFSQDYKANIES
[QAINOTISHNHQANIQA

QYVNQTISHNHQANIQA]
[ * * * | %

KGiDI®K
KGiD|®K

QASIALKLI®

QASIALKLI®
QASIALKLI®

NN=Z20N0NNNNN === >

NN === me

skk bl bl b bk skl Dk kksk

605
612
611
611
611
611
671
680
674
675
675
675
678
681
681

680
687
686
686
686
686
751
760
754
755
755
755
758
761
761



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

601
378
281
245

Kw2 RS02615 WP 021036805.1
SMU RS02690 WP 002263569.1
KZH43 RS03550 WP 000882517.1
SPD RS03860 WP 000882517.1
243 SPR RS03635 WP 000882517.1
241 SP RS04015 WP 000882523.1

85 BSU 00860 NP 387967.1

610 V4T04 RS10165 WP 012897346.1
1141759 DQL20 RS10140 WP 006595444 .1
287 SP RS11210 WP 001109712.1
290 KZH43 RS10025 WP 001109677.1
289 SPD RS10700 WP 001109677.1
377 SMU RS09275 WP 002262344.1
297 STER RS00545 WP 011680614.1
329 STU RS10020 WP 011225298.1

consensus

A SRS

UBIRGY PEWMGARPLRRTIQIN
UIRG YD PISMGARPLRRT I Q)8
UMIRGYDPISMGARPLRRT I (|0
UIRG YD PISMGARPLRRT I ()]0l
UMIRGYDPISMGARPLRRT I ]0)
\IRG YDPISMGARPLRRT I (|0

KEDEVAEST
KEDEVA[ES T
KEDEVA[ES T
SEKBAS[EQT
GEQMVS[EQT

N@HK[EQH
SGE KA[ENH
REEMAEEQT
GEQMVS[EQT

kxk kx % % ok

*11

X non conserved
B similar
> 50% conserved

{RmﬁbgApgT%Av TK@sﬁ 3|$e
EHPEYKQL.JADLIDDKI
EHPEQKEL . KA
ENPSEKDL.KA
ENPSEKDL.KA
ENPSEKDL.KA
ENPSEKDL.KA

NN N N N N N D <

MTSN[¢K
MTSK[EN
MTSK[¢N

VIKASNK .
QIKSAKK.
QIKSAKK.
MTSKENEQIKSAKK.
MTSKENMQIKSAKK .
DVEDMEFVVKTTAKTN
GASNKK
GVKSHQ
GVKA[Q
GVKA[Q
GVKA[Q
GIQKEK
GCSKDK
GCSKDK
*

6§K AFVKSSEKEK.
ISNQTQETAETTDEEVPAE
VETVTKATSD.
AEVKSSEKEK.
AEVKSSEKEK.
AEVKSSEKEK.
AEVKSSEKEK.

748
753
752
752
752
752
810
816
809
810
810
810
813
816
816



