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jyfeag® PIWVIEQ SRGER YDIYSRLLKDRIIMLTGPVEDEMANSITAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
yfeag® PIWVIEQ SRGER YDIYSRLLKDRIIMLTGPVEDEMANSITAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDHTKDIYLYVNTPGGSVSAG
MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS TAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDHTKDIYLYVNTPGGSVSAG
MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS TAQLLFLDAQDETKDIYLYVNTPGGSVSAG
MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGP EDNMANSITAQLLFLDAQDNTKDIYLYVNTPGGSVSAG

MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGP EDNMANSIIAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
AR SN SEIM I PVVIEQTSRGERSYDIYSRLLKDRI IMLTGPVEDNMANSIIAQLLFLDAQDNTKDIYLY N PGGSVSAG
MIPVVIEQTSRGERSYDIYSRLLKDRIIM TGPVED MANSIIAQLLFLDAQDNTKDIY YVNTPGGSVSAG

1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS IAQLLFLDAQDNTKDIYLYVNTPGGSVSAG
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IASSGTKGKRFMLPNAEYLIHQPMGGAGQGTQQTDMAIVAEQLLKTRKR
TASSGKGKRFMLPNAEYMIHQPMGGTGNGTQQTDMA IYJAENLLK TR}
TASSGE\XKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRINEN
TASSGIIKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRIEN
TASSGE\XKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRINEN
TASSGIXKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRIEN
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRIAI
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTRIAI
TASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQ DMAIAAENLLKTR/EY
1 TASSGEXKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTR|:83
1 TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATIAAEHLLKTR|s83
TASSGWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRI:8
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ENIHMDAERDBIWMMAIMETLEYGF IDEIMANNSIL KR 199
HEADAERDNWMSAMNETLEYGFIDEIMEINNSIL IS 196
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HEDAERDNWMSANETLEYGFIDEIMEINNEILIUS 196
HINDAERDNWMSANETLEYGF IDE IMENNSILIUS 196
HWUDAERDNWMSANETLEYGFIDEIMpNN[NL KR 196
HWUDAERDNWMSAMNETLEYGFIDEIMpENN[NL KR 196

. 204

1 196
1 196
196

197

194

1ok ok ok ok ok ok ok ok ok ok ok ook Dl b Doeokok D Do 1 ek *

155
155
152
152
152
152
152
152
160
152
152
152
1562
151



(> S

non conserved
similar
>50% conserved



