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LALAGVALLGSAVGAIVLAACSGSGKSKSSSSSSSSKSNSETASGQTKTFYSGYVYENSTSEDPENSTLNDYITSGNKTAGAPTHKETSAIVTVGTNLGI

VDGLFMENA
NTDB id 1141749 DQL20 RS07205 WP 006595994.1 MKKRNVIALAGVALLSAGILAACSGGSKSSSSSSSSKSSEAGQKFSYVYETEPENLNYITSGKAATHEITGNLIDGLFEN 80
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSK...........SSTSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEA 69
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSK...........SNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEA 69
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSK...........SNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEA 69
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NTDB id 1141749 DQL20 RS07205 WP 006595994.1 DKYGNLIPSLAKDWTVSEDGLTYTYKLRDDAKWYDSEGEEYADVTADDFVAGIKYAADHKSEMLYIIQNSIKGLNDYVEG 160
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DKYGNLVPSVAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSG 149
NTDB id 324 STU RS16140 WP 011226306.1 DKYGNLVPSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSG 149
NTDB id 292 STER RS06940 WP 011681419.1 DKYGNLVPSVAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSG 149
consensus !!!!!!*!!*!*!!*!!*!!!!!!!!*!***!!!*!*!!!!! !!!*!!!*!*!*!!!*!****!**!*!!*!!*!!**!

logo

A
K
T
T
N
S
KDFKSNVGI

VKAVIDEDHYTLQI
YTLNKKQAPEPFYWNSKLTTLYGS ILTLSFP I

VNEKDFVLEKSNKGDKKDFAGQKASSTDTPSTSLI LYNGPYF ILLKSFLTSAKSS I E
NTDB id 1141749 DQL20 RS07205 WP 006595994.1 KTSDFKNVGIKAVDDHTLQITLNQAEPFWNSKLTLGITFPINEKFVESKGDKFAQASDTSSLLYNGPYILKSFTSKSSIE 240
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ANKDFSNVGVKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIE 229
NTDB id 324 STU RS16140 WP 011226306.1 TNKDFSNVGVKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIE 229
NTDB id 292 STER RS06940 WP 011681419.1 TNKDFSNVGVKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIE 229
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VNLID
NTDB id 1141749 DQL20 RS07205 WP 006595994.1 MSKNENYWDKDNVHITDVKLEYYDGQDQSKLANSFEDNALSLAKLFPTGPGFTDQAKKFKDEIIYTPQDASTFVIGVNID 320
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LTKNENYWDKKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNID 309
NTDB id 324 STU RS16140 WP 011226306.1 LVKNEHYWDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLD 309
NTDB id 292 STER RS06940 WP 011681419.1 LVKNEHYWDKKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINID 309
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NTDB id 1141749 DQL20 RS07205 WP 006595994.1 RQSYKYTAKTTDEEKSSTKKALLNKDFRQAISFAFDRESYAAQANGKDGASKLIRNLYIPPTFVQADGKTFGEMVKSELV 400
NTDB id 475 HSISS4 RS07005 WP 021143809.1 RQSYKFSAKKTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMS 389
NTDB id 324 STU RS16140 WP 011226306.1 RQSYKYTAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMS 389
NTDB id 292 STER RS06940 WP 011681419.1 RQSYKYTAKKTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMS 389
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NTDB id 1141749 DQL20 RS07205 WP 006595994.1 TYGDEWKDANLDDGQNGLYNEKQAKEEFAKAKSALEADGVKFPIHLDMPVDQTTQSKVQRAQSFKQSVESTLGKENVVVD 480
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SYGDEWSGVNFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVID 469
NTDB id 324 STU RS16140 WP 011226306.1 SYGDEWSGVNFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVID 469
NTDB id 292 STER RS06940 WP 011681419.1 SYGDEWSGVNLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVID 469
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NTDB id 1141749 DQL20 RS07205 WP 006595994.1 IHMVSKEDLLNVTLFAAKAEDEDWDISDNVGWSPDYQDPSTYLDILKASSGENTRTFLGFDPSENNEAAKKVGLYDFEKM 560
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VNQLSSDDIQNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYDDPN.NAAAAQVGLKDYDAL 548
NTDB id 324 STU RS16140 WP 011226306.1 INQLSSDDLENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPN.NAAAAQVGLKDYDAL 548
NTDB id 292 STER RS06940 WP 011681419.1 INQLSSDDLENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYDDPN.NAAAAQVGLKDYDAL 548
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NTDB id 1141749 DQL20 RS07205 WP 006595994.1 VTEAGAETQDLNKRYEKYAAAQAWLTDSALVIPTTSKTG.RPFLTRVVPFSAPFGWTGGKGKDNVVYKGMELQDKPVTTE 639
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LDSAASETTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKK 627
NTDB id 324 STU RS16140 WP 011226306.1 LNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKK 628
NTDB id 292 STER RS06940 WP 011681419.1 LNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKK 628
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NTDB id 1141749 DQL20 RS07205 WP 006595994.1 DYNKALEKWKKEQAESNQKAQEELKDHVK 668
NTDB id 475 HSISS4 RS07005 WP 021143809.1 EYEQSREKWLKEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 EYEQSREKWLKEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 EYEQSREKWLKEKKESNEKAQKDLEKHVK 657
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