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NTDB id 1250 GCO85 RS13065 WP 027219989.1 ...............MNNLQPLLALNRMKRIGPRTVLKLQKRWPDLNLMFQLSSVDLEEAGLPSWLAQTIKNFDPDFIKT 65
NTDB id 599 KW2 RS05940 WP 021037268.1 .MITNFDLFRWKKAGMTNLGVNKLLKF.........FRKYDRKISLRQMGQVAQVKSI.....PNFIEQYKNQDVKKLRA 65
NTDB id 407 SMU RS04605 WP 002262865.1 ..MDNFQLFKLKKAGLTNLNILNIIDY.........EERTQKSLSLRDMAVVSKNKKP.....LIFMEHYKNLDSKALRK 64
NTDB id 1141747 DQL20 RS05175 WP 006596385.1 ..MNKYELYKLKVAGLSNLQVFNIVNY.........WEMNGEWPSLELIAKIAGCRNQ.....ALFMERYIRIDDKVLRE 64
NTDB id 525 SMSK321 RS06295 WP 000705298.1 MKITNYEIYKLKKSGLTNQQILKVLEY.........GENVDQELLLGDIADISGCRNP.....AVFMERYFQIDDAHLEK 66
NTDB id 497 SM12261 RS05565 WP 000705318.1 MKITNYEIYKLKKSGLTNQQVLAVLEY.........GENVDQELLLGDIAEISGCRNP.....AVFMERYFQIDDAHLEK 66
NTDB id 267 KZH43 RS05590 WP 000705306.1 MKITNYEIYKLKKSGLTNQQILKVLEY.........GENVDQELLLGDIADISGCRNP.....AVFMERYFQIDDAHLSK 66
NTDB id 226 SPD RS05990 WP 000705306.1 MKITNYEIYKLKKSGLTNQQILKVLEY.........GENVDQELLLGDIADISGCRNP.....AVFMERYFQIDDAHLSK 66
NTDB id 192 SPR RS05715 WP 000705306.1 MKITNYEIYKLKKSGLTNQQILKVLEY.........GENVDQELLLGDIADISGCRNP.....AVFMERYFQIDDAHLSK 66
NTDB id 157 SP RS06205 WP 000705306.1 MKITNYEIYKLKKSGLTNQQILKVLEY.........GENVDQELLLGDIADISGCRNP.....AVFMERYFQIDDAHLSK 66
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LNSERHKQNGQSEVFL ISTVVI IV
NTDB id 1250 GCO85 RS13065 WP 027219989.1 DLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIV 145
NTDB id 599 KW2 RS05940 WP 021037268.1 DYKKF......SSFSILDDLYPERLREIYNPPVLIFYQGNIDLLKNPKLAFVGSRLAGQSGIKSVQKIVTELN.QSFTIV 138
NTDB id 407 SMU RS04605 WP 002262865.1 EFNRF......PSLSILDKEYPLELKNIYNPPVLLFYQGDLDLLARPKLAVVGSRNASQMGVAAVKKIIQDLS.KQFVII 137
NTDB id 1141747 DQL20 RS05175 WP 006596385.1 EFKEF......DSISIMDPEYPEELLWMHNPPVLLFYSGNIDLLKHPKIAVVGSRSCSRTGIQSVEKIINELN.NELIVV 137
NTDB id 525 SMSK321 RS06295 WP 000705298.1 EFKKI......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRSCSKQGAKSVEKIIQGLE.NELVIV 139
NTDB id 497 SM12261 RS05565 WP 000705318.1 EFQKF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIV 139
NTDB id 267 KZH43 RS05590 WP 000705306.1 EFQKF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIV 139
NTDB id 226 SPD RS05990 WP 000705306.1 EFQKF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIV 139
NTDB id 192 SPR RS05715 WP 000705306.1 EFQKF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIV 139
NTDB id 157 SP RS06205 WP 000705306.1 EFQKF......PSFSILDDCYPWDLSEIYDAPVLLFYKGNLDLLKFPKVAVVGSRACSKQGAKSVEKVIQGLE.NELVIV 139
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 SGLALGIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITENGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCI 225
NTDB id 599 KW2 RS05940 WP 021037268.1 SGLAKGIDTASHLSAIKTKTPTIAVIGTGLDIFYPLENRKIQEYLAKYQLVLSEYSLGEKPLKYHFPERNRIIAGLSRGV 218
NTDB id 407 SMU RS04605 WP 002262865.1 SGLARGIDTAAHLASLKSGGATIAVIGTGLDVHYPKENRRLQDYIAKNHLLLSEYEAQSQPLKYHFPERNRIIAGLSQGV 217
NTDB id 1141747 DQL20 RS05175 WP 006596385.1 SGLAKGIDAAAHYAAIRNGGKTIGVIGTGLDVFYPRSNKQLQKYMSGSHLVLTEYGPGQGPQKHHFPERNRIIAGLSRAV 217
NTDB id 525 SMSK321 RS06295 WP 000705298.1 SGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYISNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGV 219
NTDB id 497 SM12261 RS05565 WP 000705318.1 SGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGV 219
NTDB id 267 KZH43 RS05590 WP 000705306.1 SGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGV 219
NTDB id 226 SPD RS05990 WP 000705306.1 SGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGV 219
NTDB id 192 SPR RS05715 WP 000705306.1 SGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGV 219
NTDB id 157 SP RS06205 WP 000705306.1 SGLAKGIDTAAHMAALQNGGKTIAVIGTGLDVFYPKANKRLQDYIGNDHLVLSEYGPGEQPLKFHFPARNRIIAGLCRGV 219
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NTDB id 1250 GCO85 RS13065 WP 027219989.1 LVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFTSNKPIFSLASG 305
NTDB id 599 KW2 RS05940 WP 021037268.1 VVVEAKLRSGSLITCERALEEGRDIFAIPGNIADGTSDGCNHLIQQGAKLVYQAQDILEEYLYN................ 282
NTDB id 407 SMU RS04605 WP 002262865.1 MVAEAKIRSGSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF................. 280
NTDB id 1141747 DQL20 RS05175 WP 006596385.1 IVAEARLRSGSLITCERAMEEGRDVFAIPGSILDGRSDGCHHLIQEGAKLVTSGKDVLDEFEF................. 280
NTDB id 525 SMSK321 RS06295 WP 000705298.1 IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF................. 282
NTDB id 497 SM12261 RS05565 WP 000705318.1 IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF................. 282
NTDB id 267 KZH43 RS05590 WP 000705306.1 IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF................. 282
NTDB id 226 SPD RS05990 WP 000705306.1 IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF................. 282
NTDB id 192 SPR RS05715 WP 000705306.1 IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF................. 282
NTDB id 157 SP RS06205 WP 000705306.1 IVAEAKMRSGSLITCERAMEEGRDVFAIPGSILDGLSDGCHHLIQEGAKLVTSGQDVLAEFEF................. 282
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KENLVKF IGFETTTIDQI IDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER

NTDB id 1250 GCO85 RS13065 WP 027219989.1 KENLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCEYER 361
NTDB id 599 KW2 RS05940 WP 021037268.1 ........................................................ 282
NTDB id 407 SMU RS04605 WP 002262865.1 ........................................................ 280
NTDB id 1141747 DQL20 RS05175 WP 006596385.1 ........................................................ 280
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NTDB id 267 KZH43 RS05590 WP 000705306.1 ........................................................ 282
NTDB id 226 SPD RS05990 WP 000705306.1 ........................................................ 282
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NTDB id 157 SP RS06205 WP 000705306.1 ........................................................ 282
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