logo

NTDB id 1141726 DQL20 RS02265 WP 006594955.1
NTDB id 477 HSISS4 RS06990 WP 021143810.1
NTDB id 326 STU RS16120 WP 002946409.1

NTDB id 294 STER RS06920 WP 002946409.1
consensus

logo

NTDB id 1141726 DQL20 RS02265 WP 006594955.1
NTDB id 477 HSISS4 RS06990 WP 021143810.1
NTDB id 326 STU RS16120 WP 002946409.1

NTDB id 294 STER RS06920 WP 002946409.1
consensus

logo

NTDB id 1141726 DQL20 RS02265 WP 006594955.1
NTDB id 477 HSISS4 RS06990 WP 021143810.1
NTDB id 326 STU RS16120 WP 002946409.1

NTDB id 294 STER RS06920 WP 002946409.1
consensus

logo

NTDB id 1141726 DQL20 RS02265 WP 006594955.1
NTDB id 477 HSISS4 RS06990 WP 021143810.1
NTDB id 326 STU RS16120 WP 002946409.1

NTDB id 294 STER RS06920 WP 002946409.1
consensus

A

ST

RERHIEAY L1 EYEDRLESA

Bl

L AEHL L Ll

M IDK|Q(KFQFVIBRRDDFASETIDAPSYSYWKSVJJQRQFFKKKST ML L @I LMSF YPMFSRKFD NDVSKVNDF ER
MASIDKSKFQFVKRDDFASETIDAP YSYWKSVMRQFFKKKSTRHVMLGILIPAIILMSFIYPMFSKFDFNDVSKVNDFS R

MASIDKSKFQFVKRDDFASETIDAPSYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVNDFSLR
MASIDKSKFQFVKRDDFASETIDAPSYSYWKSVMRQFFKKKSTVVMLGILITIILMSFIYPMFSKFDFNDVSKVNDFSLR

YR TR SLEE A ALATFY A SR BRSSO

IANZPRIAIEN FGTDNNGKSLED[VWEGARNSI I JJIATIH NV IG G WG SK MDIA§MME

YVHPNAQYWFGTDENGKSLFDSVWFGARNSILIAVIATF NV IGL VGAVWGISKTFDMIMMEIYNIISNIP LLVVIV
YVHPNAQYWFGTDGNGKSLFDSVWFGARNSILIAVIATF NV IGL VGAVWGISKTFDMIMMEIYNIISNIPSLLVVIYV|
YVHPNAQYWFGTDGNGKSLFDSVWFGARNSILIAVIATF NV IGL VGAVWGISKTFDMIMMEIYNIISNIPSLLVVIYV|

IR AL ML

SRR LML

NEAFLS FGLGLP TIYPSLGRLISDY QNVTQNAYLFWIPLT|YL LVSL |§ 308
YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHREEEEIVS]
YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHREEERIVS]
YEAFLSYFGLGLPVTTPSLGRLISDYAQNVTVNAYLFWIPLTTLILVSLALFIVGQNLADASDPRTHR 308

X non conserved
B similar
> 50% conserved

160
160
160
160

240
240
240
240



