logo

NTDB
NTDB
NTDB
NTDB

id 1141725 DQL20 RS02260 WP 006594956.

id 476 HSISS4 RS06995 WP 013990225.1
id 293 STER RS06925 WP 011681416.1
id 325 STU RS16125 WP 002946410.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1141725 DQL20 RS02260 WP 006594956.

id 476 HSISS4 RS06995 WP 013990225.1
id 293 STER RS06925 WP 011681416.1
id 325 STU RS16125 WP 002946410.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1141725 DQL20 RS02260 WP 006594956.

id 476 HSISS4 RS06995 WP 013990225.1
id 293 STER RS06925 WP 011681416.1
id 325 STU RS16125 WP 002946410.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1141725 DQL20 RS02260 WP 006594956.

id 476 HSISS4 RS06995 WP 013990225.1
id 293 STER RS06925 WP 011681416.1
id 325 STU RS16125 WP 002946410.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1141725 DQL20 RS02260 WP 006594956.

id 476 HSISS4 RS06995 WP 013990225.1
id 293 STER RS06925 WP 011681416.1
id 325 STU RS16125 WP 002946410.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 1141725 DQL20 RS02260 WP 006594956.

id 476 HSISS4 RS06995 WP 013990225.1
id 293 STER RS06925 WP 011681416.1
id 325 STU RS16125 WP 002946410.1

consensus

il

LR

A

[

gl

AT

DAL

MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKAS

MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKAS
MKKYILLRTLRSLLSIFVVTALTYTIIYTMVPRRLIFRQDPNYNKIAKTADSKANYENTIYER GYIDYYDTKELQEKAS

DN AN REE s WO Al T e N

SLDKSVTTKPTKENKAIYQKYVDSLG GWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI

SLDKSVTTKPTKENKA YQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI
SLDKSVTTKPTKENKAIYQKYVDSLGRGWRLHQFKQSKQFYATRDVPVLERVFGFYTHLFEFDNTGWVKDKTNPNLKRYI

R

DO S AL AP LS TR N TSRO T

Q
RIENDPAIGWSVVGSGTKHKYLLYFNEQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQGQGQTMSSIAVNFPTGKK SSV|
RIENDPAIGWSVVGSGTKHKYLLYFNEQFPFVHQNFVKMNLGTSYPTYAEQGVLDVITQAGRGQTKSS\YVNFPTGKKISSV

A D s VAT AT

WPSM MSSAINMGLIG Y Y| AIPLGSYMALIBKNTYFDSEAST j

Q
DIYSRTYKSPSQADARDRSYYG WDPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMARFKNTLFDSVSTG

DIYSRTYKSPSQADARDRSYYGN:DPYTATKSRYQYPSMVTSSAIAGLIGLVLSYALAIPLGSYMALFKNT FDSVSTGV

L

Q
LTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGL

LTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSODFVRFARAKGL
LTFLLSLPTIALVYIIRLIGSEIGLPDSFPILGAGDWRSYVLPSVILGLLSTPGLAIWIRRYMIDLQSQDFVRFARAKGL

i

A V5 PsiT VATLETERE LN WL FAESLD

SEIMEISIHKHIIIKNAMVlY V GIPQN VIMVI GATLTET FA PGMGKMLIDS ASNN@WMVVGLVFIFTHL F[eg E\GD
SEQEISNKHIGKNAMVSLVSGIPASIVRVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTAL IFSLLVGD
SEQEISNKHIMKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGD

SEQEISNKHIMKNAMVSLVSGIPASIVGVITGATLTETIFAYPGMGKMLIDSVRASNNAMVVGLVFIFTALSIFSLLVGD
Pl DD Dok b0l Db D Dskok Dok DD Dokoskok Dok D Dok D DL DD DDk b bk D LD bk D LD L DL L L L Uk Uk Dok ||

160
160
160
160

240
240
240
240

320
319
319
319

400
399
399
399

480
479
479
479



logo

NTDB
NTDB
NTDB
NTDB

TR,

id 1141725 DQL20 RS02260 WP 006594956.1 DPRIKLT K|SG[&}:S
id 476 HSISS4 RS06995 WP 013990225.1 .
id 293 STER RS06925 WP 011681416.1
id 325 STU RS16125 WP 002946410.1

consensus IS

X non conserved
B similar
i >50% conserved

499
497
497
497



