
logo MQKGFMTLLVELML IAGLAF I ILS ILALLMNFLALVPALWKQQTDHSPQKQNTI
VLAQKEQHQKRLYALFLRQIQARAVENSSDE I

VWF ILLMAINSRDNLASGTKQQRWCLTAQ
NTDB id 1141700 DQN58 RS09310 WP 006718987.1 MQKGFTLLEMLIALFILSLLLMLALPAWQQHSQQNVLQKEQQKLYAFLRQIQARVENSSDIWFIMASRDLSGKRWCLTAQ 80
NTDB id 1350 HI 0938 AAC22602.1 MQKGMTLVELLIGLAIISIALNFAVPLWKTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQ 80
consensus !!!! !!*!*!!*! !*!* ! !*! ! *!* *! !!!**!! !!!!!!!! !!!!**!!** ! ! !!!!!!
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NTDB id 1141700 DQN58 RS09310 WP 006718987.1 IKNHHLCDCLAPQGCPQYVSAHFYYPAA..DTMLISKRYYPLELTRLSGIRNTASTACFVLQANSQRTLFSFFNVGSLKL 158
NTDB id 1350 HI 0938 AAC22602.1 VKNNQTCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRV 160
consensus *!!** !!!! ! !! ! !!!!!! ** !!* !** !! !*!! !!!!! ! !!*!!! !!!! !!!!!!***

logo KDTNQFSDLSACNVNDEE
NTDB id 1141700 DQN58 RS09310 WP 006718987.1 KDNQSLSACVNDEE 172
NTDB id 1350 HI 0938 AAC22602.1 KTNQFDSACN.... 170
consensus ! !! !!! ****
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