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NTDB id 1141699 DQN58 RS09305 WP 006718985.1 MMKNKFFYDVVYSRGQTLVALMISVALSSFLLLVIMQFYSQHQQQNRGMLLRLQLQTELQRVIQLIGKDLARSGFRAVSD 80
NTDB id 1351 HI 0939 AAC22603.1 .......MMKVLLKGQTLLALMISLSLSSLLLLSISHFYVQIQTQNQHMLLHLKLQAELQRTLQLIGKDLRRLGFRALNA 73
consensus ******* ! *!!!!*!!!!!* !!! !!! ! *!! !*! !! *!!!*! !! !!!! *!!!!!!! ! !!!!*
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NTDB id 1141699 DQN58 RS09305 WP 006718985.1 KLTKNNLALFELGNIPSSVFITQMNSERNNSCVLFFYDLDSNGCIGTGYQEDACILNKRNATKEIERELFGYRLHQKMLE 160
NTDB id 1351 HI 0939 AAC22603.1 KLTESNLSLFELDEQGTAIFISQEDNAPPNSCVLFFYDLNKNGCIGKGSP.KTCMKKGKNTSKSSTEELFGYKVSNKMIK 152
consensus !!! !! !!!! ** *!!*! **!!!!!!!!!! !!!!! ! ** !* *! *! !!!!!****!!*

logo TKRLTYKQNSTVI
V
K
P
Q
TNCNTAREETCKQRAYFTQQSTACNAHGGGWAVDLLDDNKNEVYE I STHRLQSFDNWLAI EGKKQGLVE IKRLAKGHNFLKQTNTKPKNIKSYETSLVV

NTDB id 1141699 DQN58 RS09305 WP 006718985.1 TRLTYKNTVKQNCNREECQRYTQQSACNH.GGWVDLLDDKVYEISHLSFDWLAEKQGVEIRLAGHFKTNKKIKYETSLVV 239
NTDB id 1351 HI 0939 AAC22603.1 TKLTYQSVIPTNCTAETCKRAFQQTACNAGGGWADLLDNNEYEITRLQFNWLIEGKGLEIKLKGNLKQTPNISYETSLVV 232
consensus !*!!! ** !! ! ! ! !!*!!!**!!! !!!! !!!**! ! !! ! !*!!*! !* ! * ! !!!!!!!
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NTDB id 1141699 DQN58 RS09305 WP 006718985.1 PLLNGAKE 247
NTDB id 1351 HI 0939 AAC22603.1 VLWNQK.. 238
consensus *! ! **
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