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NTDB id 1175 A1552VC RS12105 WP 000788426.1 GKLISINFQDIPVRNVLQLIADYNGFNLVVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLR 235
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GKLISINFQDIPVRNVLQLIADYNQFNLVVSDSVEGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLR 236
NTDB id 1381 A4U84 RS02010 WP 021113424.1 NQQISLSIRNAPTAEIISYLAEETGKNITISDEIKDTKNFRVEKSHFDEILNSLIKTHQLNLKKENGIYYIHQAQEHKQH 96
NTDB id 1141691 DQN58 RS03540 WP 005715894.1 HQTFSIQLKQAPLVPTLQQLALAQNVNLLIDDELQGTLTLKLDNVDLDQLFRSVAKIKQLDLWQEEGIYYLSKRDTVAKF 107
NTDB id 1347 HI 0435 AAC22094.1 NERFFIRLSQAPLAQTLEQLAFQQDVNLVIGDILENKISLKLNNIDMPRLLQIIAKSKHLTLNKDDGIYYLNGSQSGK.. 106
NTDB id 1373 NTHI RS02645 WP 011272046.1 NECFFIRLSQAPLAQTLEQLAFQQDVNLVMGERLEGNISLKLNNIDMPRLLKIIAKSKHLTLNKDDGVYYLNGSQSGK.. 106
consensus ***** **!* **** *!* * !***** * ******** * * *** ****** !*** * ***** ****

logo

T
E
G
K
N
Q
MTEPA

G
Q

A
Q
L
I
T
V
E
T
A
K
Q
G
A
K
L
Q
N
R

P
L
E
S
V
A
T

K
N
T
E
A
N
E
I
E
L
T
G
P
E
K
S
D
HLAISKVTSAKHE I

T
V
IKVILNHYFSAKASDELVI IAMAEKMS ILNGTKTGEGQNS IVGNSLMLSDSPENSARGYSLMIHSTI

FDEDRTSNLS IL IVLVIKQREDSELAPAEKDRFNSVI EKQAVNFLITKRQEKI
L I

NTDB id 1186 GTF74 RS01320 WP 000788426.1 EKQ....ALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREII 311
NTDB id 1175 A1552VC RS12105 WP 000788426.1 EKQ....ALEKARLAEELGDLKSEIIKINFAKASDIAAMIGGEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREII 311
NTDB id 1408 DSB67 RS13980 WP 010643500.1 EKQ....QLEKQKLEKEIGELSSEIIKVNFAKASDIAEMINGEGNISMLSDRGSMTIDERTNSLLIRELPENIEVIREII 312
NTDB id 1381 A4U84 RS02010 WP 021113424.1 .........TTAQLVNALPKLITKTIKLHYSKASEVIESLTK.GQGNLLSESGYLHFDDRSNSIIVKDSAASVKNFTQLI 166
NTDB id 1141691 DQN58 RS03540 WP 005715894.1 TGNMTEPQAIAALPSEEETSLATATIKLHFAKASEVMKSLTG.GSGSMLSPNGSITFDDRSNLLLIQDEPKSIANLKKLI 186
NTDB id 1347 HI 0435 AAC22094.1 .......GQVAGNLTTNEPHLVSHTVKLHFAKASELMKSLTT.GSGSLLSPAGSITFDDRSNLLVIQDEPRSVQNIKKLI 178
NTDB id 1373 NTHI RS02645 WP 011272046.1 .......GQVAGNLTTNEPHLVSHTVKLHFAKASELMKSLTT.GSGSLLSSAGSITFDDRSNLLVIQDEPRFVQNIKKLI 178
consensus * * * * ** ! * **!****!!!*** **** !****!!* !****!*!*!****** * * *** *!



logo

K
A
E
E
S
M
LDI

KPTIVKEQVIQAI EAR IVTVI SKNTASDEGEHNSMLDQEKDQELGVRWGFLVITMFNS ITPTNGESNHAYRHTKRS ILVGAGNS ILATEANSGNLAWTQI
KGLYLDAGDGGEGDDGGDG

S
L
S
E
F
D
T
V
E
F

G
T
P
N
V
IA
D
E
N
D
Q
F
NLNVNFL

NTDB id 1186 GTF74 RS01320 WP 000788426.1 ESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGS.HSVGGSIESNLWQKGLLAD........DEFPVDEFLNVNL 382
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ESLDIPVKQVQIEARIVTVKEGNLEELGVRWGVMSTNGS.HSVGGSIESNLWQKGLLAD........DEFPVDEFLNVNL 382
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ESLDIPVKQVQIEARIVTINEGNMDELGVRWGFTSINGS.HTVGGSIENNLATIGLYDGGGEGDDGGSSVGIDDFLNVNL 391
NTDB id 1381 A4U84 RS02010 WP 021113424.1 ESLDKPTEQIAIEARIVTISSEHLQQLGVRWGLFSPNENHYKLAGNLEGN.................GLTT..NNLNVNF 227
NTDB id 1141691 DQN58 RS03540 WP 005715894.1 KELDKPIEQIAIEARIVTINAESLKDLGVRWGIFNPTENAHKIAGSLAAN.................GFDNIANQLNVNL 249
NTDB id 1347 HI 0435 AAC22094.1 AEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.................SFENIADNLNVNF 241
NTDB id 1373 NTHI RS02645 WP 011272046.1 AEMDKPIEQIAIEARIVTITDESLKELGVRWGIFNPTENARRVAGSLTGN.................SFENIADNLNVNF 241
consensus ***!*!**!**!!!!!!!* ** * *!!!!!!******* ****!****! * **!!!!*

logo

P
A
A
S
T
A
T
V
S
T
N
P
A
T
N
P
S
A
A
T
S
GSVIAFLQI

VAAKLIGNSDSGTRVLLDLELTSALQEQSNRESNKNI
A
VE I I SASPRL ILTTDNKQKTPSAYS I EKQGTELIPYAILMVEVYSNSEKTKRSENSEDGI

A
T
S
T
Q
D
T
S
I
V
T
A
EFKRKEAV

NTDB id 1186 GTF74 RS01320 WP 000788426.1 ASTSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESS.SSGASTVAFKKAV 461
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