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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
NTDB id 1141689 DQN58 RS02815 WP 269148708.1 ................................................................................ 0
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEGFKGIILPKQNTREAAIVNDLEVYGVEN 158
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHK.DNQHLIIANANAAEASLTGHQKVFTANN 159
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHK.DNQHLIIANANAAEASLTGHQKVFTANN 159
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQ.VERCLVVPHSNGDQAALVGVERHKSAQS 159
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANK.KQRHLVVPHANGDQAALVGKEQHKSAQS 159
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASK.AKREIIVPQQNANEVSLVSNTQTYCAST 159
NTDB id 1141689 DQN58 RS02815 WP 269148708.1 ................................................................................ 0
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQK.SKRELIIAKQNANEASLVSDQNTYFAQT 159
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NTDB id 1323 RA0C RS07335 WP 004916218.1 IKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSGKTMLAKRIPSIL 238
NTDB id 1271 LPP RS03220 WP 011213198.1 LREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFSTLL 235
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSGKTMMAKRFSTLL 235
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCDLL 235
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTGKTMLASRLCDLL 235
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTGKTMLASRLADLL 238
NTDB id 1141689 DQN58 RS02815 WP 269148708.1 ................................................................................ 0
NTDB id 1349 HI 1117 AAC22771.1 LLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTGKTMLASRLTGLL 239
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NTDB id 1323 RA0C RS07335 WP 004916218.1 PPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISD...VALVGGGSYPQPGEISLAHNGVLFLDEMPEFKRTV 315
NTDB id 1271 LPP RS03220 WP 011213198.1 PELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASP...VALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQV 311
NTDB id 1248 GCO85 RS03150 WP 011213198.1 PELSETQALECAAINSIRGKLPDF.REWRLPPFRAPHHTASP...VALVGGGNPPKPGEISLAHHGVLFLDELPEFNRQV 311
NTDB id 1153 A1552VC RS00115 WP 000521788.1 PEMSDEEAMETASIASLTQQEINQ.HNWKLRPFRAPHHSSSM...AALVGGGTIPRPGEISLAHNGLLFLDEMPEFERKV 311
NTDB id 1397 DSB67 RS15690 WP 005535577.1 PEMSDEEAMETASVASLTQSEINE.HNWKTRPFRAPHHSSSM...AALVGGGSVPRPGEISLAHNGLLFLDEMPEFDRKV 311
NTDB id 1387 A4U84 RS06900 WP 020457569.1 PEMEDDEAIETASVTSLVQNELNF.QNWKKRPFRSPHHSASM...VALVGGGSIPKPGEISLAHNGVLFLDELPEFERKV 314
NTDB id 1141689 DQN58 RS02815 WP 269148708.1 .................................MLPCHVLSIMPLICNFDSGSIPKPGEISLAHNGVLFLDELPEFERKV 47
NTDB id 1349 HI 1117 AAC22771.1 PEMTDLEAIETASVTSLVQNELNF.HNWKQRPFRAPHHSA.SM..PALVGGGTIPKPGEISLATNGVLFLDELPEFERKV 315
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NTDB id 1323 RA0C RS07335 WP 004916218.1 LEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRIDIHIEVQKV 394
NTDB id 1271 LPP RS03220 WP 011213198.1 LETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIHAL 391
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRIDMQVTIHAL 391
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRFDMSIEIPAL 389
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRFDMSLEIPAL 389
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRFDLSIEVPLL 392
NTDB id 1141689 DQN58 RS02815 WP 269148708.1 LDALRQPLESGEIIISRANAKIQFPARFQLIAAMNPSPTGHYQGTHNR..TSPQQIMRYLNRLSGPFLDRFDLSIEVPLL 125
NTDB id 1349 HI 1117 AAC22771.1 LDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRFDLSIEVPLL 393
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NTDB id 1323 RA0C RS07335 WP 004916218.1 EFDQLSD..KRKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKLNLSARAYDR 472
NTDB id 1271 LPP RS03220 WP 011213198.1 SQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGYHR 467
NTDB id 1248 GCO85 RS03150 WP 011213198.1 SQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQD....SLNANLNSKTCEMVCELGSEEQLFLREVMSKLKLSARGYHR 467
NTDB id 1153 A1552VC RS00115 WP 000521788.1 PKGTLANG.GDRGESTAAVRQRVWVARERMLARSG....KVNALLQSREIEQYCPLLKADAEFLESALHRLGLSIRAYHR 464
NTDB id 1397 DSB67 RS15690 WP 005535577.1 PKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSG....KVNALLGSREIEAFCPLQKSDAEFLENALHRLGLSIRAYHR 464
NTDB id 1387 A4U84 RS06900 WP 020457569.1 PQGALQNNTDQRGETTEQARKRVLEARHLQFNRRG....KINAQLTTKEIEQDCKLTDRDALFLENALTKLGLSVRAYHR 468
NTDB id 1141689 DQN58 RS02815 WP 269148708.1 PQGSLQNS.GDRGESSAMVREKVLKTRAIQLQRAG....KINAHLTSKEIERDCKLEEKDALFLENALTKLGLSVRAYHR 200
NTDB id 1349 HI 1117 AAC22771.1 PQGSLQNT.GDRGETSAQVREKVLKVREIQMERAG....KINAYLNSKEIERDCKLNDKDAFFLEKALNKLGLSVRAYHR 468
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NTDB id 1323 RA0C RS07335 WP 004916218.1 ILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 1271 LPP RS03220 WP 011213198.1 LLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1153 A1552VC RS00115 WP 000521788.1 IIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 IIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
NTDB id 1141689 DQN58 RS02815 WP 269148708.1 ILKVSRTIADLEGEKQIHQRHLAEALGYRAMDRLLQKLSKASV 243
NTDB id 1349 HI 1117 AAC22771.1 ILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
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