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NTDB id 1141578 DQN27 RS06130 WP 012243168.1 MIKILKHITLKEWLWILFSLVLIMGQVYLELELPQYMLNISRMALGENAVLMDIVLEGLKMLGLAFGSLLSAVVVGLIFA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus ! !! !** !!! *! ! !* !***! ! !! !!* * !!* *! !!! !!! !!*!! *
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NTDB id 1141578 DQN27 RS06130 WP 012243168.1 RLSSRFGARLRSKIFEKTTEFSMEEINNFSTPSLITRSTNDINQVQMIISLGAQIILKAPILAIWSIYKISDSRWEFTLS 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus ! ! !!!! !! * **! !! !! !!!*!!*!!!* !*!**! *! !** **!!*!*! * !! !*!
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NTDB id 1141578 DQN27 RS06130 WP 012243168.1 TVVAILVISVVLLMVIFLAMPRFKKIQKNTDELNKHSRENLSGLRVIKAYNAEKFQKDKINSISDTLMNDSLFAGRIMSF 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus !!*!** **! ***!*! !! * *! !! !! **!! !*!*!!**!!!!! *! ! ! ! !*!!
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NTDB id 1141578 DQN27 RS06130 WP 012243168.1 MMPTMTLVMSGVGLAIYWIGGGLIGDIALDLTNP...MVGLLARMEVYGPMIIFSQYAMQVIMAFMMLVMIFVIMPRAQV 317
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTSVTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAIFIILPRALV 320
consensus ! ! !!*! !!* !!!!!!!* !* !! ***! **** ** !* !* *!**!! !!!!!***!!!*! !!*!*!!! !

logo SAKNR I LNEVLAQLTKNSTKSLVHTDFGKEKLYNSKADLNQAEQRKVEGESLVETFEHDNVSFKRYPSDKANSDRALVI
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NTDB id 1141578 DQN27 RS06130 WP 012243168.1 SANRILEVLQTKTKLTDGKLN..LQEQVESLTFENVSFKYPDASDLVLENVSFSANKGDVVAIIGATGAGKTTLINLIPR 395
NTDB id 369 SMU RS04255 WP 002263293.1 SAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGKSTLVNLIPR 400
consensus !! !! !!! * ** ** * * !* !!!*!* ! !*!*!!!!! !* !! !! !! !!*!!*!!!!!
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NTDB id 1141578 DQN27 RS06130 WP 012243168.1 FYDVTEGQIKINNVNIKDYNQKDLRSKIGYISQQAFLFSGTIQTNVNYGVDNDKTV.....QDALHIAQASDFVLSLEEQ 470
NTDB id 369 SMU RS04255 WP 002263293.1 FYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAKNFVEEKEKG 480
consensus !!! !!! !!! * * !! * !! !*!!!*! ! !!!!!! *!* *! ******* *!!**!!! !! !
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NTDB id 1141578 DQN27 RS06130 WP 012243168.1 EKSRVSQAGKNFSGGQKQRLSIARAIQKEADILIFDDSFSALDYQTDRNLRNALKSNLKNHITLIVAQRIGTIKNADLIL 550
NTDB id 369 SMU RS04255 WP 002263293.1 LDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRISTIMDADHIL 560
consensus * ! !*! !!!!!!!!!! !!!!* * **!!!!!!!!!!!!! !!! !!! ! ! * !!!!!!! !! !!*!!



logo VI
LDEQGKI

VVGQSGKTHEKETL ILAKDNNDHI
VYQRE IALYSQLSEKEE I

L
E
N
H
NGK

NTDB id 1141578 DQN27 RS06130 WP 012243168.1 VIDEGKIVGSGKHETLIKDNHVYREIALSQLSEEEINHG. 589
NTDB id 369 SMU RS04255 WP 002263293.1 VLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !*! !!*!! ! ! !* !**! !!! !!!! !!* *!*
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