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NTDB id 1141577 DQN27 RS06125 WP 012243167.1 MAKEKNHDNNPAPKNPGFGHGKMGGGQKAKNFKKSFKQMLSYAKEYHVLIGIAFVLAFIGTVLNIIGPDLIKQMTNEITK 80
NTDB id 370 SMU RS04260 WP 002263294.1 ...........................MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTK 53
consensus *************************** ! !! *! ! !* ! !*! * * * * *!!!! *! !! *!!
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NTDB id 1141577 DQN27 RS06125 WP 012243167.1 AVDFRPDQGIFPSETINMELIGRIGLTLVIFYSLGFIFNYIQGFMLTTVSQRISNRFRRDIATKMNKIPFKYYDTTNIGD 160
NTDB id 370 SMU RS04260 WP 002263294.1 GLA..........GKIDLDKIGEIALTLALLYFAGALVSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGD 123
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NTDB id 1141577 DQN27 RS06125 WP 012243167.1 ILSRMTNDVDMVGQTYQQSFGSLVTAVTMFIGSIVMMFITNWILALTAIGASLIGFVFMMLIVTRSQKYFKTFQSKLGAL 240
NTDB id 370 SMU RS04260 WP 002263294.1 TLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADV 203
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NTDB id 1141577 DQN27 RS06125 WP 012243167.1 NGHIEEIYTGHTNVKAYVAEPKEVETFNQMNEDLYQSGWKSQFLSGIMMPLMGFVGNLGYVAVIIVGAILVSSGKTEFGV 320
NTDB id 370 SMU RS04260 WP 002263294.1 SGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGT 283
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NTDB id 1141577 DQN27 RS06125 WP 012243167.1 ILAFLIYVRLFTQPLSTMAQAMTSLQSGTAAAERVFEFLEEKELEDESHKETKLTNVKGEVTFDHVKFGYDEEKLVINDF 400
NTDB id 370 SMU RS04260 WP 002263294.1 IVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDF 363
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NTDB id 1141577 DQN27 RS06125 WP 012243167.1 SAKIKPGQKVAIVGPTGAGKTTLVNLLMRFYELNEGRILIDGVDIQDITRENVHNLFGMVLQDTWLFEGSVYDNLVFTNK 480
NTDB id 370 SMU RS04260 WP 002263294.1 SAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQK 443
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NTDB id 1141577 DQN27 RS06125 WP 012243167.1 DVTREQVESICKTVGIHFFINTLPEKYDTILTDKVNLSAGQKQLLTIARAMILNAPLLIFDEATSSIDTRTEVLIQKAMD 560
NTDB id 370 SMU RS04260 WP 002263294.1 HITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMD 523
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NTDB id 1141577 DQN27 RS06125 WP 012243167.1 ELMTGRTSFVIAHRLSTIRNADLILVMKDGDIVESGNHETLLGQDGFYAELYNSQFDPK.. 619
NTDB id 370 SMU RS04260 WP 002263294.1 HLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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