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MBEKLVEVKD EISFGEGEKKFVAV NANFFINKGETFSLVGESGSGKTTIGRAIIGLN TSI4G IIJFDGK INGIEYS I
MPEKLVEVKDVEISFGEGEKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGREILSHS
MPEKLVEVKDVEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHS
MPEKLVEVK VEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHS
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NPIHPYTNSLLSAVPIPDPILERKKVLKVYDI\ QHDYSVDKPEMVE RPGHFVW NKIE EIYRKEIRS 307

NPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKAEIETYRKEQSK 309
NPIHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKHMEIETYRKEQSK 309
NPITHPYTKSLLSAVPIPDPILERKKVLKVYDPNQHDYSVDKPEMVEVRPGHFVWGNKWEIETYRKEQSK 309
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X non conserved
B similar
> 50% conserved
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