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NTDB id 1141401 DQN79 RS05480 WP 003771958.1 ..MNDDEFQTAAADAAVELLSRLYPAAAEVCAPFLRRLFAALEDGHSFIWLTDEEAETLAQAAPLTDSKGLAPLVLRGRR 78
NTDB id 1134 OK783 RS03985 WP 010358120.1 MELQTDEFAQAAARAAIRFLERYAGSGNEVLANCTERLFQALQNGHSFIRLSGDEADALSALAPVVGT.SAAPLILEGRR 79
consensus **** !!! !!! !!* ! ! * * !!*!** !!! !! !!!!! !* *!!* ! !!* ** !!!*! !!!

logo LFLGRFMW
Y
Q
RLERYDLAAGE IKRRLAAVAPGPATESAIPDEAAGRAARGQLNLAKWFAQGQAGSEGQQRADAAALALLQFNF IML

VI STGGPGTGKTTTVAKLL
NTDB id 1141401 DQN79 RS05480 WP 003771958.1 LFLGRFYRLERDLAGEIRRLAVPPAEIPEAARAAGLLAKWFAQAGSEGQQAAAALALLQNFILISGGPGTGKTTTVAKLL 158
NTDB id 1134 OK783 RS03985 WP 010358120.1 LFLGRMWQLEYDLAAEIKRLAAAGTSAPDAAGARQNLAKWFQGAGSEGQRDAAALALLQFFMVITGGPGTGKTTTVAKLL 159
consensus !!!!! * !! !!!*!!*!!! ** !*!! ! !!!!! !!!!!! !!!!!!!! !**!*!!!!!!!!!!!!!!!

logo AL ILCGQEGNRENRLPHR IALAAPTGKAAAHMARALHKRAS ILANGFLDSALPSDEAGLVKRRHLLSAKLEGQTVHRLLKLRSPPKQMQAPAQFDAHDINRPLPFLDI
V

NTDB id 1141401 DQN79 RS05480 WP 003771958.1 ALLCQGRERLPRIALAAPTGKAAAHMARALHKALAGLSLSDGLKRHLSALEGQTVHRLLKLRPPQMQPQFDADNPLPLDI 238
NTDB id 1134 OK783 RS03985 WP 010358120.1 ALICGENENLPHIALAAPTGKAAAHMARALHRSINGFDAPEAVRRHLLKLEGQTVHRLLKLSPPKMQAAFDHIRPLPFDV 239
consensus !!*! ! !!*!!!!!!!!!!!!!!!!!!!* * ! *****!!! !!!!!!!!!!!! !! !!* !!* !!! !*

logo L I IVDEASMLDLTALMLNQLLKRAVKPDTGACRVI LLGDENQLPSVGAIGAVLASSVLASQKTTI
VLDGETAHGQRLAKGTFLLPEQHRENGPFQSTVASASNPP

NTDB id 1141401 DQN79 RS05480 WP 003771958.1 LIIDEASMLDLALMLNLLRAVPDGCRVILLGDENQLPSVGAGAVLASLAQTTILDGETAGRLKTLLPQRENPFQTASNPP 318
NTDB id 1134 OK783 RS03985 WP 010358120.1 LIVDEASMLDTALMLQLLKAVKTGARVILLGDENQLPSVGIGAVLSVLSQKTVLDGETHQRLAGFLPEH..GFSVSANPP 317
consensus !!*!!!!!!! !!!!*!!*!!* !*!!!!!!!!!!!!!!! !!!! ! ! !*!!!!!* !! !! ****! !!!

logo

A
VLASAQNTAHRLSTFVSHRFGDEHNSGI

LGCLARAAVCVASGDAEGTAWALQFDRFPDEQLESHVRSETACSPVENAQLRAVAEDRFLCYRAQHQAKADYWQAAVDKDHAGDNIAEAA
NTDB id 1141401 DQN79 RS05480 WP 003771958.1 ALSANTARLTVSHRFGEHSGLGCLARAVCAGDAETAWAQFDRFPDQLSVRTASVEQLAADFCRQQADYWQAADHADIAAA 398
NTDB id 1134 OK783 RS03985 WP 010358120.1 VLAQNTAHLSFSHRFGDNSGIGCLARAAVSGD.EGAWALFDRFPDELEHSECSPNARVERLYRAHKAYWQAVKDGNIEAA 396
consensus ! !!!*!* !!!!!**!!*!!!!!! * !!*! !!! !!!!!! ! * *!* *! * !!!! ** ! !!
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VVLAARWRDQDAAEDRFNELACYCRNSHYLVQRRHKGMNRIPAEDHALAQW

YFAGEQPVIMI ERQRNDYAPLEGLFNGDIGL I LMERDTVDGGRDQGASLAAYF
NTDB id 1141401 DQN79 RS05480 WP 003771958.1 FDCQSHLAVLAARRDDAARFNLACRNHLQRHGRIPADAQWFAGQVIMIERNDYPLGLFNGDIGLILRDTDGGDGALAAYF 478
NTDB id 1134 OK783 RS03985 WP 010358120.1 YAGISDIVVLAAWRQDAEDFNEAYCSYVRRKMNIPEHLAYFAGEPIMIRQNDYALELFNGDIGLIMEDV.GRQGSLAAYF 475
consensus * * !** !!!! ! !! !! !** ** !* !! * *!!! *!!! !!!*! !!!!!!!!!* ! *! ! !!!!!
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VSCRLPAEFYEPTAFAMTVHKSQGSEYRDEVWLLPPASDAPSDEGDDALESGLNSKRAELLYTAI

VTRAREKFTVFFVGGKRKYAT
NTDB id 1141401 DQN79 RS05480 WP 003771958.1 PDGGTYRKIPLSRLPAYETAFAMTVHKSQGSEYRDVWLLPPADA.........EGLNRALLYTAVTRAREKFTFVGGRYA 549
NTDB id 1134 OK783 RS03985 WP 010358120.1 ADADGFKKVAVSCLPEFEPAFAMTVHKSQGSEYREVWLLPPSDAPSDEGDDALSGLSKELLYTAITRAREKFVFFGGKKT 555
consensus *!* **!***!*!! *!*!!!!!!!!!!!!!!!*!!!!!! !!********* !! * !!!!!*!!!!!!! ! !!*



logo FACAQACVNRTNVEKTVRQRSTAGLGRDSMLAEDREVFTESQREI
NTDB id 1141401 DQN79 RS05480 WP 003771958.1 FAAACNRNETRRSGLRDMLADETERI 575
NTDB id 1134 OK783 RS03985 WP 010358120.1 FCQAVNTVKVRQTALGSMLERVFSQE 581
consensus !* !*! ! **! !!
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