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NTDB id 1177 A1552VC RS01165 WP 000422572.1 .............MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEA.LSVADVTALLHAMMDDARQAEFKQTR 66
NTDB id 1141400 DQN79 RS05315 WP 003773128.1 MQTQKPTEPLSIKETIFNWLRYMYEQKASDLFITAEFPPAIKLDGKLTPISDRPLTAGTCGAIAQAIMTEKQREEFENTK 80
NTDB id 1203 PSJM300 01605 AFN76401.1 .............MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENH 67
NTDB id 1019 ACIAD RS04205 WP 004922051.1 .............MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETH 67
NTDB id 1307 DR RS10055 WP 010888596.1 .........MTSGIDITDILRLAADKGASDIILAAGLPPQFKLSGDYDAQGFEPLSASDTRKLMYSMMNERQQRIFEEKR 71
NTDB id 1185 GTF74 RS11940 WP 000350195.1 .............MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTHSDVHRLIFEIMNDAQRSEYEEKL 67
NTDB id 1176 A1552VC RS01160 WP 000350195.1 .............MDIAELLEFSVKHNASDLHLSAGVPPMVRIDGEVRKLGVPAFTHSDVHRLIFEIMNDAQRSEYEEKL 67
NTDB id 1283 ACE17W RS02630 WP 010947729.1 .............MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFF 67
NTDB id 1259 GCO85 RS10305 WP 010947729.1 .............MDIAELLAFSVKNKSSDLHISAGMPPMIRVDGDLRKINLPPLEHKDVIKIIYDIMNDRQRKEYEEFF 67
NTDB id 1194 PAKAF RS01995 WP 003084552.1 .............MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRINLPPLEHKQVHALIYDIMNDKQRKDFEEFL 67
NTDB id 1202 PSJM300 01600 AFN76400.1 .............MDITELLAFSAKQGASDLHLSSGLPPMIRVDGDVRRINLPAMDHKQVHALIYDIMNDKQRKDFEEFL 67
NTDB id 1020 ACIAD RS04210 WP 011182164.1 .............MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRINLPAMDHSEVHNLIYDIMNDKQRRDYEEKL 67
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 .............MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKL 67
NTDB id 1060 ABD1 RS04380 WP 000355489.1 .............MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKL 67
NTDB id 1040 H0N27 RS13360 WP 000355489.1 .............MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKL 67
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 EANFAVVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGY 144
NTDB id 1141400 DQN79 RS05315 WP 003773128.1 ECNFAISLDG.VARFRVNAMIQRGAVALVIRIINSVIPKMDDLKLPEVLKKVSMQKRGLVIFVGGTGSGKSTSLAAMIDY 159
NTDB id 1203 PSJM300 01605 AFN76401.1 ECNFAISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGY 146
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ECNFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQH 147
NTDB id 1307 DR RS10055 WP 010888596.1 ELDFSFALGD.KARFRVNAFMQRGNVGGVMRLIPTTVRTIAEMGLPQTVIDIANAPRGLVLVTGPTGSGKSTTLASMIDH 150
NTDB id 1185 GTF74 RS11940 WP 000350195.1 EVDFSFELPN.VGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNY 146
NTDB id 1176 A1552VC RS01160 WP 000350195.1 EVDFSFELPN.VGRFRVNAFHQARGCSAVFRTIPTVIPTLEQLDAPEIFSKIANYEKGLVLVTGPTGSGKSTTLAAMVNY 146
NTDB id 1283 ACE17W RS02630 WP 010947729.1 ETDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDY 146
NTDB id 1259 GCO85 RS10305 WP 010947729.1 ETDFSFEIAN.LARFRVNAFNQSRGAAAVFRTIPSEILSMEDLGLPPIFKEMASFSRGLVLVTGPTGSGKSTTLAAVIDY 146
NTDB id 1194 PAKAF RS01995 WP 003084552.1 ETDFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1202 PSJM300 01600 AFN76400.1 ETDFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGMGEVFRKITDVPRGLVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ETDFSFEVPN.LARFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDY 146
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ETDFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDY 146
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LVITNQREVGHLSVIKRDTEDHLNGSWYFDFKSENDINVAEALKRANSSTALRQEADPDMVI I L IVGEVILMRTSDYQRLEVTMIKDESRAHYLAVMLATFAAETGHLCVLMFAG
NTDB id 1177 A1552VC RS01165 WP 000422572.1 RNQHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMA 224
NTDB id 1141400 DQN79 RS05315 WP 003773128.1 RNENSYGHIITIEDPIEFVHPHKNCIVTQREVGVDTDNWFAALKNTLRQAPDVILIGEIRDQETMEYALAFAETGHLCMA 239
NTDB id 1203 PSJM300 01605 AFN76401.1 RNKNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLA 226
NTDB id 1019 ACIAD RS04205 WP 004922051.1 RNQHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFA 227
NTDB id 1307 DR RS10055 WP 010888596.1 INTTKKLHILTIEDPIEFMHPNKASIINQREVGSDTLSFDDALRAALRQAPDVILVGEMRDYETIKAAVTAAETGHLVMG 230
NTDB id 1185 GTF74 RS11940 WP 000350195.1 VNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFG 226
NTDB id 1176 A1552VC RS01160 WP 000350195.1 VNAHHNKHILTIEDPIEFVHSNNKCLINQREVHRDTHSFKNALRSALREDPDVILVGELRDQETISLALTAAETGHLVFG 226
NTDB id 1283 ACE17W RS02630 WP 010947729.1 INSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFG 226
NTDB id 1259 GCO85 RS10305 WP 010947729.1 INSSRYEHILTVEDPIEFVHQSKKCLVNQREVHKDTLSFNAALRSALREDPDIILVGELRDLETIRLAMTAAETGHLVFG 226
NTDB id 1194 PAKAF RS01995 WP 003084552.1 LNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFG 226
NTDB id 1202 PSJM300 01600 AFN76400.1 LNNTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFG 226
NTDB id 1020 ACIAD RS04210 WP 011182164.1 INNHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFG 226
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 INENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFG 226
NTDB id 1060 ABD1 RS04380 WP 000355489.1 INENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFG 226
NTDB id 1040 H0N27 RS13360 WP 000355489.1 INENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFG 226
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 TLHANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATM 304
NTDB id 1141400 DQN79 RS05315 WP 003773128.1 TLHANSSNQALDRIINFFPEERRTQLLTDLSLNLQAFVSQRLVPKENGKGRVAAVEVLLQSPLISDLILRGEVHGIKDIM 319
NTDB id 1203 PSJM300 01605 AFN76401.1 TLHANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLM 306
NTDB id 1019 ACIAD RS04205 WP 004922051.1 TLHANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELM 307
NTDB id 1307 DR RS10055 WP 010888596.1 TLHTNSAPESIDRIVDVFPEEQQEQIRVQLANNLVAVMTQQLLPRADGQGRVLAYEILLANPAVRALIREGKTFQITSVM 310
NTDB id 1185 GTF74 RS11940 WP 000350195.1 TLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQMYSII 305
NTDB id 1176 A1552VC RS01160 WP 000350195.1 TLHTSSAAKTIDRIIDVFPGSDKDMVRSMLSESLRAVIAQKLLKR.VGGGRVACHEIMLATPAIRNLIREDKVAQMYSII 305
NTDB id 1283 ACE17W RS02630 WP 010947729.1 TLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSI 305
NTDB id 1259 GCO85 RS10305 WP 010947729.1 TLHTNSATKTINRIIDVFPAEEKSMVRSMLSESLQAVVAQSLLKK.NKGGRVAALEIMMCTGAIRNLIREDKIAQMYSSI 305
NTDB id 1194 PAKAF RS01995 WP 003084552.1 TLHTTSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIKK.IGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSAI 305
NTDB id 1202 PSJM300 01600 AFN76400.1 TLHTTSAAKTIDRVVDVFPAEEKSMVRSMLSESLQAVISQTLLKK.VGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSSI 305
NTDB id 1020 ACIAD RS04210 WP 011182164.1 TLHTTSAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLKK.EGGGRVAAHEIMIGIPAIRNLIREGKVAQMYSSI 305
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 TLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAI 305
NTDB id 1060 ABD1 RS04380 WP 000355489.1 TLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAI 305
NTDB id 1040 H0N27 RS13360 WP 000355489.1 TLHTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLKK.NGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAI 305
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NTDB id 1177 A1552VC RS01165 WP 000422572.1 ARSQEVGMQTFDQALYQLVVDDKISEQDALHSADSAND..LRLMLKTKRGDDYGSGS...L..QNV.KIDME........ 368
NTDB id 1141400 DQN79 RS05315 WP 003773128.1 KKSTDIGMQTFDQALYELFESGQISYAEAIKNADSAND..LRLAIQLKSRRGQNAGIDF..........ELL........ 379
NTDB id 1203 PSJM300 01605 AFN76401.1 KRSTDLGMQTFDQALYNLYVQGEITYEDALLHADSSND..LRLMIKLGSETDGEHLTSVS...QGL.TLEMSDDDPGRSF 380
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ARSGELGMQTFDQALFDLYDHQHISYADALKHADSPNN..LRLQIKLSEEANKPLDNRERM..SEM.ERKMTFDGQRRNL 382
NTDB id 1307 DR RS10055 WP 010888596.1 QTGAREGMVTMDAYLAGLFRRHLITYDKGLERAID.PKEFARLANDASAGLGGASMTPAAPPVPAYNSASSSSTGRGGDF 389
NTDB id 1185 GTF74 RS11940 WP 000350195.1 QTGAAHGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF........................................ 345
NTDB id 1176 A1552VC RS01160 WP 000350195.1 QTGAAHGMQTMEQNAKQLIARGVVDAQEVQSKIELDLKAF........................................ 345
NTDB id 1283 ACE17W RS02630 WP 010947729.1 QTGQAKGMQTLDQHLTELVNKNIISKHTAHEAALN.KSLF........................................ 344
NTDB id 1259 GCO85 RS10305 WP 010947729.1 QTGQAKGMQTLDQHLTELVNKNIISKHTAHEAALN.KSLF........................................ 344
NTDB id 1194 PAKAF RS01995 WP 003084552.1 QTGGSLGMQTLDMCLKGLVAKGLISRENAREKAKI.PENF........................................ 344
NTDB id 1202 PSJM300 01600 AFN76400.1 QTGGSLGMQTLDSCLKGLLAKGLISRDSAKEKAKQ.PENF........................................ 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 QTGATHGMTTLDQSLKQLLAKGIINLPTARAVAKS.PESF........................................ 344
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 QTGANHGMTTLDQSLKGLVSRGVISPQTARTAAKQ.PESFL....................................... 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 QTGANHGMTTLDQSLKGLVARGVISPQTARTAAKQ.PESFL....................................... 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 QTGANHGMTTLDQSLKGLVARGVISPQTARTAAKQ.PESFL....................................... 345
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