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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 1141362 DQO04 RS07235 WP 111769976.1 MRTGMFALALGLLALRFLPALPSV........GWLLVLPVVALMM.LP...FRTYPLAFFLLGLGWACLSAQWALDDRLA 68
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSF........GWLLALAPVGLLL.LP...FRWRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 1141362 DQO04 RS07235 WP 111769976.1 SELDGQTRWVEGRVTGLTQHTEGVVRFELSDGRS.RKAKLPKRIRLTWHG....................GPPVQGGERW 127
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIHS.RHAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 1141362 DQO04 RS07235 WP 111769976.1 RLAVTLKRPSGLLNFHGFDQQAWLLTRRVGATGSVKDGQRLAPA..............RHAWRDSIRQQLLAVDAQGR.E 192
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEAA............SSGAWRDRLRQRLLTVEAHGR.A 194
consensus *!***!!!!****!* *!! ****!*****!*!*** ! !** ! *!!* *!* !!**** *! *

logo

A
G
P

A
G
V

L
I
V
AALVLVGDQGSGI

L
A
L
S

Q
R
T

E
ADWER I

R
V

F
L
R
Q
R
DTGI

T
S
VHLLMVSVI SGLQHVITGLMI

L
S
AGLFILGYAVLWVALMALWRRSFLGLARYWLGAIRTWPLPLQRR I

L
MPAWQLRPAWGAACVGAL

NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 1141362 DQO04 RS07235 WP 111769976.1 AGLAALVLGDGSGLLREDWRILQDTGTVHLLVISGQHIGLLSGLIYALVA.......GLARYGAW..PRRIPWLPWACGL 263
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVL.......LLARWGIW..PQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 1141362 DQO04 RS07235 WP 111769976.1 AFAAALAYGLLAGFEVPVQRACVMVGLVLLWRLRFRHLGIWWPLLLALNAVLVMEPLASLQPGFWLSFAAVAVLVLAFSG 343
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFRG 345
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTAL.PEP 479
NTDB id 1141362 DQO04 RS07235 WP 111769976.1 R..............LGPWRVWHAWTRAQWLIAIGLFPLILVLGLPVSLSAPLANLFAVPWISVVVLPLAVLGTLLLAVP 409
NTDB id 1199 PSJM300 12650 AFN78592.1 R..............LGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQPVLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPA 559
NTDB id 1141362 DQO04 RS07235 WP 111769976.1 VLGSGLLWLAGGALNGLFTALGVLAGQLPAWIPAEMPFGFWLLSLIGALLLLMPTGIP...FRLLGWPLLLLAVFVPGED 486
NTDB id 1199 PSJM300 12650 AFN78592.1 WLGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSR 488
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NTDB id 1426 RS RS05575 WP 011001070.1 PPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMA 639
NTDB id 1141362 DQO04 RS07235 WP 111769976.1 IPRGQVEVVQLDVGQGLAIVLRTRHHTLLYDAGPRLGDF.DLGARVVLPSLRKWGVTQLDLMVLSHADADHAGGAAAVAR 565
NTDB id 1199 PSJM300 12650 AFN78592.1 PEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQR 567
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NTDB id 1426 RS RS05575 WP 011001070.1 GVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLA 719
NTDB id 1141362 DQO04 RS07235 WP 111769976.1 GLPVKRVVGGETVGL.......ALFLQAQPCASGEQWEWDGVTFQLWQW......SDAVSGNQKSCVLQVQASGKRLLLT 632
NTDB id 1199 PSJM300 12650 AFN78592.1 AMPVGAVLSGEPERL.......PAALDARSCRTGQRWTWNQVNFSVWRW......PQATNGNQASCVLMVEAAGERLLLT 634
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NTDB id 1426 RS RS05575 WP 011001070.1 GDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRT 799
NTDB id 1141362 DQO04 RS07235 WP 111769976.1 GDIDHQAERALLS..TPLAVGTDWLQAPHHGSRSSSSWPFLQRLAPAAVLISRGHGNGFGHPHPRVLERYHQVGSAIYDS 710
NTDB id 1199 PSJM300 12650 AFN78592.1 GDIDAQAERALVD..GGMEVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDT 712
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NTDB id 1426 RS RS05575 WP 011001070.1 DATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 1141362 DQO04 RS07235 WP 111769976.1 AEQGAVRFRLGTDDPPVT..ARSQRRFWRPPVIGRYQKQ..QPAT... 751
NTDB id 1199 PSJM300 12650 AFN78592.1 AEHGALSLQLGAFGGARR..MRDEPRFWREK................. 741
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