logo

NTDB id 114131 HPOKI102 RS02800 WP 025275827.

NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

logo

NTDB id 114131 HPOKI102 RS02800 WP 025275827.

NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

logo

NTDB id 114131 HPOKI102 RS02800 WP 025275827.

NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

logo

NTDB id 114131 HPOKI102 RS02800 WP 025275827.

NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

logo

NTDB id 114131 HPOKI102 RS02800 WP 025275827.

NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

logo

NTDB id 114131 HPOKI102 RS02800 WP 025275827.

NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

logo

NTDB id 114131 HPOKI102 RS02800 WP 025275827.

NTDB id 1206 C694 RS04180 WP 000774319.1
consensus

LIS ALY SLARINE | R IR L

MADLLSSLKNLPBISSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSI@NNEITPNHRASLRIQMMVKQIAFLETILVENEQ
MADLLSSLKNLP SSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSI NNEITPNHRASLRIQMMVKQIAFLETILVENEQ

JLELIRU ARV 1 DFTE PRI T H MO0

DALILENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKK
DALILENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKK
P e e e e rrrrrrrrrrrrrrrrrrrrrnd

10K IR e ERCELAA Lo R LA AN

NCIKDKKAC FYQIERCKAPCENKITKEEYLKIAKECLEMIENKDRLIKELELKMERLSNNLRFEEALIYRDRIAKIQKI
NCIKDKKAC FYQIERCKAPCENKITKEEYLKIAKECLEMIENKDRLIKELELKMERLSNNLRFEEALIYRDRIAKIQKI

T DLAUILDAE ARV F P T K L PR

APFTCMDLAKLYDLDIFAFYGASNKAVLVKMFMRGGKIISSAFEKIHSLNGFDTDEAMKQAIINHYQSHLPLMPEQILLN
APFTCMDLAKLYDLDIFAFYGASNKAVLVKMFMRGGKIISSAFEKIHSLNGFDTDEAMKQAIINHYQSHLPLMPEQILLN
P e e e rrrrrrrrrrrrrrrrrrrnd

4 UL (AL N R RS, UL R

ACSNEBMLKELQEFISHQYSKKIALSIPKKGDKLALIETAMKNAQEIFSQEKTSNEDLILEEARSLFRLEC PYRVEIFDT
ACSNE

BLKELQEFISHQYSKKIALSIPKKGDKLALIEIAMKNAQEIFSQEKTSNEDLILEEARSLFJSLEC PYRVEIFDT
Prrrr e rrrrrrrrrre

i VINEARAER e O L TRADHAE LV LA L

SHHSWSQCVGGMVVYENNAFQKNSYRRYHLKGSRNEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIALEILKSSGS
SHHS

BISQCVGGMVVYENNAFQKNSYRRYHLKGSIWEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIALEILKSSGS
N

rrrrorrrrrrrrrrrrrrrrrrrrrrrrrre rrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrrn

E AR 01 S0 KR LRSIt A KL

FVEVIAISKEKRDSKAYRSKGGAKDIIHTPSDTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQIALLKEKGI
FVEVIAISKEKRDSKAYRSKGGAKDITHTPSDTFKLLPSDKRLOQWVQKLRDESHRYAINFHRSTKLKNMKQIALLKEKGI
P e e e e e rrrrrrrrrrrrrrrrrrnd

80

160
160

240
240

320
320

400
400

480
480

560
560



AL RSN

NTDB id 114131 HPOKI102 RS02800 WP 025275827.1 [QWEARNGCHMNEICEIDN WNH G IDIN GV NANG QNS 594
NTDB id 1206 C694 RS04180 WP 000774319.1 GEASVKKLLDYFGSFEATIEKAS QEKNAVLKKRI 594

consensus o orrrrrar bbby

non conserved
B similar
> 50% conserved



