
logo MQKGMTLVELL IGLAI I S IAVLNFAVPLWKTDSPKTI LAKEQHRLYLFLRQIQARAENSSEVWFLL INRNLATQRQWCLTAQ
NTDB id 1141211 DQN49 RS00285 WP 032826263.1 MQKGMTLVELLIGLAIISIVLNFAVPLWKTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATRQWCLTAQ 80
NTDB id 1350 HI 0938 AAC22602.1 MQKGMTLVELLIGLAIISIALNFAVPLWKTDSPKTILAKEQHRLYLFLRQIQARAENSSEVWFLLINRNLATQQWCLTAQ 80
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!

logo VKNDNQTCDCLNP I
TNCPKEAVYAHFYYPYFPKNKTMIQSHHYIYPKE ITRFDYGAIRNTI

SVTRCF I LQAENERTLFLSFFNVGS IRLV
NTDB id 1141211 DQN49 RS00285 WP 032826263.1 VKNDQTCDCLNPTNCPKEAYAHFYYPYFPKKTMIQSHYIYPKEITRFYGARNTSVTRCFILQAENERTLFSFFNVGSIRL 160
NTDB id 1350 HI 0938 AAC22602.1 VKNNQTCDCLNPINCPKEVYAHFYYPYFPNKTMIQSHHIYPKEITRFDGIRNTIVTRCFILQAENERTLFLFFNVGSIRV 160
consensus !!! !!!!!!!! !!!!! !!!!!!!!!! !!!!!!!*!!!!!!!!! ! !!! !!!!!!!!!!!!!!!! !!!!!!!!*

logo KTNQAFADSACNQS
NTDB id 1141211 DQN49 RS00285 WP 032826263.1 KTNQAASACNQS 172
NTDB id 1350 HI 0938 AAC22602.1 KTNQFDSACN.. 170
consensus !!!! !!!!**

X non conserved

X similar

X ≥ 50% conserved


