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NTDB id 1141186 DQN52 RS05905 WP 003785828.1 481
NTDB id 1115 0K783 RS00485 WP 003698035.1 SVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATG KKLKN TSAFGWGVNE. 511
NTDB id 1100 NMB RS09455 WP 002225652.1 SVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGV NS 557
NTDB id 1092 CAD91899.1 1..2286( ) SVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVN 549
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NTDB id 1115 0K783 RS00485 WP 003698035.1 GYEIPFTVT I\ GGISTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGN TILCISTKFLNTQAMVENGG 661
NTDB id 1100 NMB RS09455 WP 002225652.1 GYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVENGG 707
NTDB id 1092 CAD91899.1 1..2286( ) GYEIPFTVTSIARNGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVENGG 699
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