
logo MKNKTNKSLLTEKAI I LSSGVLLFSVLASTMAVAMFQATAFSAGNITDINKVSVSLPDNQKQRKVI IVKLVKSFDSKAEPIVENPTGFTVTASTSPAR IALDFPEGQTSGVIKSVMPDQAQAVL
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NTDB id 1115 OK783 RS00485 WP 003698035.1 MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
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NTDB id 1092 CAD91899.1 1..2286( ) MNTKLTKIISGLFVATAAFQTASAGNITDIKVSSLPNKQKIVKVSFDKEIVNPTGFVTSSPARIALDFEQTGISMDQQVL 80
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NTDB id 1100 NMB RS09455 WP 002225652.1 EYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPSTKSAV 160
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NTDB id 1115 OK783 RS00485 WP 003698035.1 .............AAPFTESVVSVSAPFSPAKQQA........................AASAKQTNIDFRKDGKNAGII 194
NTDB id 1100 NMB RS09455 WP 002225652.1 SVSEPFTPAKQQAAAPFTESVVSVSAPFSPAKQQAAASAKQQAAAPAKQQAAAPAKQQAAAPAKQTNIDFRKDGKNAGII 240
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NTDB id 1141186 DQN52 RS05905 WP 003785828.1 EFS.SAYTGQPQVKVQSDRLVITLKNYPLATQDQRNFDVTDFSTPVRTVTVKRIGNDTQITIRNQGSWEHKVT.QSNGRH 248
NTDB id 1115 OK783 RS00485 WP 003698035.1 ELAALGFAGQPDISQQHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLNNDTQLIITTTGNWELVNKSAAPGYF 274
NTDB id 1100 NMB RS09455 WP 002225652.1 ELAALGFAGQPDISQQHDHIIVTLKNHTLPTTLQRSLDVADFKTPVQKVTLKRLNNDTQLIITTAGNWELVNKSAAPGYF 320
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NTDB id 1141186 DQN52 RS05905 WP 003785828.1 VIQVLPTRNVAESAANGKRAQQNFTGKRISLDFQNIEVRTVLQILAQESGMNIVASDSVQGKMTLSLKDVPWDQALDLVM 328
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NTDB id 1100 NMB RS09455 WP 002225652.1 TFQVLPKKQNLESGG.VNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVNGKMTLSLKDVPWDQALDLVM 399
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NTDB id 1115 OK783 RS00485 WP 003698035.1 QARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLVSGRG 433
NTDB id 1100 NMB RS09455 WP 002225652.1 QARNLDMRQQGNIVNIAPRDELLAKDKALLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDNADTTGNRNTLISGRG 479
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NTDB id 1115 OK783 RS00485 WP 003698035.1 SVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGRKKLKNETSAFGWGVN.. 511
NTDB id 1100 NMB RS09455 WP 002225652.1 SVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEAADGFSRDLGVKFGATGKKKLKNDTSAFGWGVN.. 557
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NTDB id 1141186 DQN52 RS05905 WP 003785828.1 NSIALNNRSTNSGTSTGGVAFNPNVNLPVASATSSISVIHSWAAGALGLELSAMETENLTKTISTPRVLTQDRKEAEIRQ 561
NTDB id 1115 OK783 RS00485 WP 003698035.1 ..SGFG......G..GDKWEAQTKINLPVAAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIES 581
NTDB id 1100 NMB RS09455 WP 002225652.1 ..SGFG......G..DDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIES 627
NTDB id 1092 CAD91899.1 1..2286( ) ..SGFG......G..DDKWGAETKINLPITAAANSISLVRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIES 619
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NTDB id 1141186 DQN52 RS05905 WP 003785828.1 GTQIPYTTRSSDGD...SSTAFKDAVLSLKVTPRITPDSKIILDIAINKDEPDYNNVNAEGEPGIVTRAVKTQAMIEDGA 638
NTDB id 1115 OK783 RS00485 WP 003698035.1 GYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNNTILCISTKSLNTQAMVENGG 661
NTDB id 1100 NMB RS09455 WP 002225652.1 GYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVENGG 707
NTDB id 1092 CAD91899.1 1..2286( ) GYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPDGQIIMTVKINKDSPAQCASGNQTILCISTKNLNTQAMVENGG 699
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