
logo MSLKCYKKYNCNLKPLSLGVSLALSSFATMAADSPFAIAPQHLSSTATVKKTTVTTPYADNI FLKQQQS IVTNTTVRGMQGAKP
NTDB id 1141184 DQN52 RS04775 WP 032827588.1 MSLKCKKYNCNLKPLSLGVSLALSSFATMAADSPFAIAPQHLSSTATVKKTTVTTPYANILKQQQSVTNTTVRGMQGAKP 80
NTDB id 1189 QG077 RS09545 WP 019389114.1 MSLKYKKYNCNLKPLSLGVSLALSSFATMAADSPFAIAPQHLSSTATVKKTTVTTPYADIFKQQQSITNTTVRGMQGAKP 80
consensus !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!!!!*!!!!!!!!!!!!!

logo NIMLLLDDSGSMGRAEQVPGSYGQRTRQGQI LQRNSSLSKQI
VVADKYGNSQR INWGL IVASFNDQSSSARFYNLPSLGTNSYLSTVAVNAS IKRNRFPANSGLT

NTDB id 1141184 DQN52 RS04775 WP 032827588.1 NIMLLLDDSGSMRAEVPGSYGQTRQGILRNSLSKIVDKYGSRINWGLVSFNDSSSRYNLSLGTSYLTVANAIRNFPASGT 160
NTDB id 1189 QG077 RS09545 WP 019389114.1 NIMLLLDDSGSMGAQVPGS.GRTRQQILQSSLSQVVAKYGNQINWGLIAFNDQSSAFNLPLGTNYSTVVNSIKRFPANGL 159
consensus !!!!!!!!!!!! ! !!!!*! !!! !! !!! *! !!! !!!!!* !!! !! *!!*!!! ! !! ! !* !!! !

logo TPTITSYI
LKAVDNMTLNEKGIKQYRCQKSYLVVLMLSDGDSNW

YPMGYFEWRVDEAGVNRARNRPGQMTLVGTDSFYLRYYPHWVYINRE I
LNKYDEFWRENL

NTDB id 1141184 DQN52 RS04775 WP 032827588.1 TPTITSYLKAVNMLNEGIKYRCQKSYVVLLSDGDSNWPMGFWVDAGVRRN...TVGDFLYYPHWVYINRELNKYEFWRNL 237
NTDB id 1189 QG077 RS09545 WP 019389114.1 TPTITSYIKAVDTLNKGIQYRCQKSYLVMLSDGDSNYPMYFEREAGVNARPGQMLTSYLRYPHWVYINREINKYDFWREL 239
consensus !!!!!!!*!!! !! !! !!!!!!!*!*!!!!!!!*!! ! *!!! *** * *! !!!!!!!!!!*!!!*!!! !

logo LTKDGKL IDNKRNSSPSKYRGSMCNSATAYQRKQSNSNAVKNWCSAELPQNQF IVYYPYSGI
VSDPDSDVNTFTGTPSASVYR I

K
N
R
E
Y
L
M
G
N
T
YWSGI FAKKYTESYP

NTDB id 1141184 DQN52 RS04775 WP 032827588.1 LTKDGKLINKSSPKYRSMCNAAYRQSNSNAKNWCSELPQNFIYYPYSGVSDPSVNFGPSVRKRELGYW.......YTESP 310
NTDB id 1189 QG077 RS09545 WP 019389114.1 LTKDGKLIDRNSSKYRGMCSTAYQKSNSNVKNWCSALPQQFVYYPYSGISDPDDTTTSAYRINYMNTWSGIFAKKYTEYP 319
consensus !!!!!!!! * !*!!! !! !! !!!! !!!!! !!!*!*!!!!!!*!!! * ! * !*******!!! !

logo LRDNLTNSDLDFLDSDGSAFYYTNPSTKNLRPTASSYGFGLRYGKKMYFPFI FNNYQP I LAPQTQYAGAEMLSFFSEP INKIDLR I
T
G
VGNDADTGKSWDND

NTDB id 1141184 DQN52 RS04775 WP 032827588.1 LRNLTSDLDFLDSDSAFYTPSKRTAYG..LYGMYPIFNYQPILAPQTQYAGEMLSFFSEPINKIDLRTVGNDDTGKSWND 388
NTDB id 1189 QG077 RS09545 WP 019389114.1 LRDLTNDLDFLDSGSAYYTNTNLPSSGFGRYKK.FFFNNQPILAPQTQYAGAMLSFFSEPINKIDLRIGGNDATGKSWDD 398
consensus !! !! !!!!!!! !!*!!** * !** ! ** !! !!!!!!!!!!!! !!!!!!!!!!!!!!! !!! !!!!! !

logo

P
SAFPTQNITTFTIGFGNSGLSTESSGLALLKRGGASDNIKLKDGTVQKAYYPSANSDQATAGLQKAFDAS I FLADQI

VEARENPPPSNSNP IDL
NTDB id 1141184 DQN52 RS04775 WP 032827588.1 PAFPTQNITTFTIGFGSGLTSSGLALLKGGASDIKLKDGTVQKAYYPANDQAGLQKAFDSIFDQIERENPPPSNSNPIDL 468
NTDB id 1189 QG077 RS09545 WP 019389114.1 SAFPTQNITTFTIGFGNGLSESGLALLRGGASNIKLKDGTVQKAYYSASDQTALQKAFDAILAQVEAENPPPSNSNPIDL 478
consensus *!!!!!!!!!!!!!!! !!* !!!!!!*!!!! !!!!!!!!!!!!!*! !! *!!!!!! ! !*! !!!!!!!!!!!!!

logo PPTTNTLP I LSAP I
TAGTVPNRQQSVMAETSYATSPPSATGASNS IPNMAASVFVPAGLKSSELRFYALNSKAQADTSSWHLVA

NTDB id 1141184 DQN52 RS04775 WP 032827588.1 PPTTNTLPILAPIAGTPNRQQSVMAETSYATSPPSATGASNSIPNMAASVFVPAGLKSSELRFYALNSKAQADTSSWHVA 548
NTDB id 1189 QG077 RS09545 WP 019389114.1 PPTTNTLPISAPTAGVPNRQQSVMAETSYATSPPSATGASNSIPNMAASVFVPAGLKSSELRFYALNSKAQADTSSWLVA 558
consensus !!!!!!!!! !! !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!



logo DFSQRKAL IMRTSSGVRWADNDNAVGNNSLDNNTFFLNLPSADTQTPPQRTDEWNKALLPWTTRATVETGSDDSKIKADLMKNYPTPYR IRP I
NP

NTDB id 1141184 DQN52 RS04775 WP 032827588.1 DFSQRKALIMTSSGVRWADNVGNSLNNTFFNLPADTQTPPRTDEWNKALLPWTTRAVTGSDDSKIKDMKYPTPYRIRPNP 628
NTDB id 1189 QG077 RS09545 WP 019389114.1 DFSQRKALIRTSSGVRWANDA..NLDNTFFLLSADTQTPQRTDEWNKALLPWTTRTVEGSDDSKIKALNYPTPYRIRPIP 636
consensus !!!!!!!!! !!!!!!!! ** ! !!!! !*!!!!!!*!!!!!!!!!!!!!!! ! !!!!!!!! * !!!!!!!!! !

logo PTDSPRSTGVDEYNMGDVLDTP IVATGKNGI
TAQGNRQEFL ITAANDGMVYLFQSNPDAVNAKNPYSLKLNYLPATMPRQTL

NTDB id 1141184 DQN52 RS04775 WP 032827588.1 PTDSPRSTGVDEYNMGDVLDTPIVATGKNGTAQGNRQEFLITAANDGMVYLFQSNPDANAKNPYSLKLNYLPATMPRQTL 708
NTDB id 1189 QG077 RS09545 WP 019389114.1 PTDSPRSTGVDEYNMGDVLDTPIVATGKNGIAQGNRQEFLITAANDGMVYLFQSNPDVNAKNPYSLKLNYLPATMPRQTL 716
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!

logo

F
TDTHATRYYKDLADHEDYAKDSARPHLFMINGGITVRTTSAKSNRSQNTFMVGALGQGGRGMYALNIGGKALDSTGKNAP IGLNAE

NTDB id 1141184 DQN52 RS04775 WP 032827588.1 FDTHATRYKDLADEDYAKDSARPHLFMINGGITVRTTSAKSNSQNTFMVGALGQGGRGMYALNIGGKALDTGKPIGLNAE 788
NTDB id 1189 QG077 RS09545 WP 019389114.1 TDTHATYYKDLAHEDYAKDSARPHLFMINGGITVRTTSAKSNRQNTFMVGALGQGGRGMYALNIGGKALDSGNAIGLNAE 796
consensus !!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!*! *!!!!!!

logo

D
S
N
STWNTSVPLYESNPKNDNSATDFSSLGYTVGYPQIGR I

VAI
K
RH
YNATDGSLSDKNNSLKTTGI

VYYASFLSSGFSSYPLTNAGSQETALYI
NTDB id 1141184 DQN52 RS04775 WP 032827588.1 SNTWNTSVPLYESNPKDNSADFSSLGYTVGYPQIGRVAIRHNADGSLSDKNLTTGIYYASFLSSGFSYPTNGSQETALYI 868
NTDB id 1189 QG077 RS09545 WP 019389114.1 DSTWNTSVPLYESNPN.NSTDFSSLGYTVGYPQIGRIAK.YNTDGSLSDNSLKTGVYYASFLSSGFSS.LNASQETALYI 873
consensus !!!!!!!!!!!!! *!! !!!!!!!!!!!!!!!!*! **! !!!!!! ! !!*!!!!!!!!!!! * !*!!!!!!!!

logo QDALGVDVGGGAANTAATANGRNPTKGKLLAKVVVPDGGVGGLASPTLLDVNRDGVYDFAVFAGDYGGNMYRFDLRKIDLSNGNTV
NTDB id 1141184 DQN52 RS04775 WP 032827588.1 QDALGVDVGGGAATAATANRNPKGKLLAKVVVPDGVGGLASPTLLDVNRDGVYDFAFAGDYGGNMYRFDLRKIDLSNGNV 948
NTDB id 1189 QG077 RS09545 WP 019389114.1 QDALGVDVGGGANTAATANGNTKGKLLAKVVVPGGVGGLASPTLLDVNRDGVYDFVFAGDYGGNMYRFDLRKIDLSNGTV 953
consensus !!!!!!!!!!!! !!!!!! !*!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!! !

logo

A
T
YGA

DGAVKKIYSGSATNTQP ITSAPAI SMQKNGRYVVAFGTGSDMYASDYNSTAVEQAVYGIYQRFNETSNRLDP I
V
D
N
I
V
I
NNDPSTAAE

NTDB id 1141184 DQN52 RS04775 WP 032827588.1 AYGAGAVKKIYSGSANQPITSAPAISMQKNGRYVVAFGTGSDMYASDYNSTVEQAVYGIYQRFNTSNLDPVNVINDSAAE 1028
NTDB id 1189 QG077 RS09545 WP 019389114.1 T..DGAVKKIYSGSTTQPITSAPAISMQKNGRYVVAFGTGSDMYASDYNSTAEQAVYGIYQRFNE.RLDPIDINNPTAAE 1030
consensus ** !!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!! * !!!* * !**!!!

logo

A
T
E
I
K
TPLTAGSDNLLEQTLTTATTAKTMAEGTPSDNAEKEVI

TVREKGSTNAI ESPSSDKSKLAYGGWKVRLGNTTSVQDGERVVVTPTVI F
NTDB id 1141184 DQN52 RS04775 WP 032827588.1 AEKPLTASDLLEQTLTTTTATMAEGTPDAKEVIVRKGSTNAIESSSDKSKLAYGGWKVRLGNTTSVQDGERVVVTPTVIF 1108
NTDB id 1189 QG077 RS09545 WP 019389114.1 TITPLTAGNLLEQTLTTATAKMAEGTSNEKEVTVREGSTNAIESPSDKSKLAYGGWKVRLGNTTSVQDGERVVVTPTVIF 1110
consensus !!!! !!!!!!!! !! !!!!!* !!! !! !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo GTL I LSTR IYKEKPVATAVNNNADWSEKDNNWQADGWVKVRSEDKLDQNHRQTELSPWSGVWKE I STNSTSTTSSGDI
VCTGTVNTSTKMQ

NTDB id 1141184 DQN52 RS04775 WP 032827588.1 GTLILSTRIYKEKPVATANNNDWSKDNWQADGWVKVSEKLDQNHQELPWSVWKEISTNSTSTTSSGDVCTGTVNTSTKMQ 1188
NTDB id 1189 QG077 RS09545 WP 019389114.1 GTLILSTRIYKEKPVATVNNNAWSENNWQADGWVKVREDLDQNRTESPWSGWKEISTNSTSTTSSGDICTGTVNTSTKMQ 1190
consensus !!!!!!!!!!!!!!!!! !!! !! !!!!!!!!!! ! !!!!* ! !!! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!

logo EREKRKRVNTYETITTYEKVQPSENQSSGWI LVLNATNGGAVKVSSGTGVDFLGKYADASNFNPNDTAHYSNTYFTVGLYSSSGL
NTDB id 1141184 DQN52 RS04775 WP 032827588.1 EREKRVTYETITTYEKVQPSENQSSGWILVLNATNGGAVKVSSGTGVDFLGKYA.SNFNPNDTAYSNTYFTVGLYSSSGL 1267
NTDB id 1189 QG077 RS09545 WP 019389114.1 ERERKVNYETITTYEKVQPSENQSSGWILVLNATNGGAVKVSSGTGVDFLGKYDASNFNPNDTAHSNTYFTVGLYSSSGL 1270
consensus !!!**! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!*!!!!!!!!!!!!!!!

logo PNHTLLTNDSNVHSLGSAMTRDGEARTNGEDGDLTPGGEKAKDDCFNNTDGNYVLTGNTATGIGATFSVVGRRCGKKIQI
NTDB id 1141184 DQN52 RS04775 WP 032827588.1 PNHTLLTNDSNVHSLGSAMTRDGEARTNGEDGDLTPGGEKAKDDCFNNTDGNYVLTGNTATGIGATFSVVGRRCGKKIQI 1347
NTDB id 1189 QG077 RS09545 WP 019389114.1 PNHTLLTNDSNVHSLGSAMTRDGEARTNGEDGDLTPGGEKAKDDCFNNTDGNYVLTGNTATGIGATFSVVGRRCGKKIQI 1350
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo RRLSWRE I F
NTDB id 1141184 DQN52 RS04775 WP 032827588.1 RRLSWREIF 1356
NTDB id 1189 QG077 RS09545 WP 019389114.1 RRLSWREIF 1359
consensus !!!!!!!!!

X non conserved
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X ≥ 50% conserved


