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NTDB id 1141177 DQN52 RS02150 WP 003788664.1 ........... ... ..., NINg§A EWEL IMNLRIGIGPAKAKAIYE
NTDB id 1127 NGFG RS10560 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELE
NTDB id 1126 NGFG RS09375 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELER
NTDB id 1125 NGFG RS07215 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELER
NTDB id 1108 NGFG RS06525 WP 003703428.1 MSRGGATPYRFLLIRHIVARCGLLFATLKGKTMKKMFVLFCMLFSCAFSLAAVNINAASQQELER
NTDB id 1242 CjOO11c YP 002343483.1 . e
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RAPOVDLOR sl oo,

NTDB id 1141177 DQN52 RS02150 WP 003788664 .1 YRNGAFKSVDDLVGIA N ORRERSRUEN VIAAIMP VT TKAQIF I TINPK 102

NTDB id 1127 NGFG RS10560 WP 003703428.1 YRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKKHE 131
NTDB id 1126 NGFG RS09375 WP 003703428.1 YRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKKR 131
NTDB id 1125 NGFG RS07215 WP 003703428.1 YRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKKHE 131
NTDB id 1108 NGFG RS06525 WP 003703428.1 YRAQNGAFKSVDDLIKVKGIGPAVLAKLKDQASVGAPAPKGPAKPVLPAVKKR 131
NTDB id 1242 CjO0O11lc YP 002343483.1 BN TEER)RKI QR e DKNFEGRGND IME . . . . .............. 79
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