
logo MKPASKKCR I STQLRQLNKMLWVAFPLLSLPFYAQAENNTPQFSDNSSLTGIQKTYGPNVTLALSVEFPTAGAAYSTATEFTDE
NTDB id 1141172 DQN52 RS00450 WP 003787260.1 MKPASKKRISTQLRQLNKMLWVAFPLLSLPFYAQAENNTQFSNSSLTGIQKTYGPNVTLALSVEFPTAGAAYSTATEFTD 80
NTDB id 1190 QG077 RS00720 WP 285068138.1 MKPASKKCISTQLRQLNKMLWVAFPLLSLPFYAQAENNTPFSDSSLTGIQKTYGPNVTLALSVEFPTAGAAYSTATEFTE 80
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*

logo AMMSQTFLGYFDNTKCYEKYVASPNSDPRDNGMKAFAADNSGYKSQNYSGSDNVSKDGKNNRGPRLLLAPDGTQRALAGKQRRPWI FVDYYADGRRFLS
NTDB id 1141172 DQN52 RS00450 WP 003787260.1 AMMSQTFLGYFDNTKCYKYVAPNDPDGMKAFADNGYSQYSGSDNVSKGKNGP.LLAPDGTRALAGKRRPWIVYYDGRRLS 159
NTDB id 1190 QG077 RS00720 WP 285068138.1 AMMSQTFLGYFDNTKCYEYVSPSDRNGMKAFAASGYKQNSGSDNVSKDNRGRLLLAPDGTQALAGKQRPWIFDYAGRRFS 160
consensus !!!!!!!!!!!!!!!!! !! ! !* !!!!!! !! ! !!!!!!!! !**!!!!!!! !!!!! !!!! ! !!! !

logo

I
VPDPSAVRYSNNI

MLYES IRQKEFFLHDSMDATGSLSDNDSMGTSGAVNHKRYETDKEREYFHQPTRTASTSNGMVGVCDEGEPKNEFSGNFMN
NTDB id 1141172 DQN52 RS00450 WP 003787260.1 IPDSVRSNNMLYESIRQKEFFLHDSMDAGSDDSMGTSGAVNHRYETKEREYFQPTRTASTSNGMVGVCDGPNEFSGNFMN 239
NTDB id 1190 QG077 RS00720 WP 285068138.1 VPDPAYSNNILYESIRQKEFFLHDSMDTSLNDSMGTSGAVNHKYETDEREYFHPTRTASTSNGMVGVCEGEKEFSGNFMN 240
consensus *!!* !!!*!!!!!!!!!!!!!!!!! !!!!!!!!!!!*!!! !!!!!*!!!!!!!!!!!!!!!*!* !!!!!!!!

logo WATMSAIDI FRQAMTGGNRALGVAKDTTAYEVAGDTPQTQTFLRRANVVRAEQNAHYMQRTVARLSEANIKRKVLPHDYAVDGNVY
NTDB id 1141172 DQN52 RS00450 WP 003787260.1 WATMSAIDIFRQAMTGGNRALGVAKDTTAYEAGDTQTQTFLRRANVVREQNAHYMQRTVALSEANIKKVLPHDYAVDN.. 317
NTDB id 1190 QG077 RS00720 WP 285068138.1 WATMSAIDIFRQAMTGGNRALGVAKDTTAYVAGDTPTQTFLRRANVVRAQNAHYMQRTVRLSEANIRKVLPHDYAVDGVY 320
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!*!!!!!!!!!!!! !!!!!!!!!! !!!!!!*!!!!!!!!!! **

logo PLTLADNNRGKRELSPSNKNFFLYKQGYI
VPHPYAYR I

M
G
RLDNS ISGRQRWEKEETQRQTS IKAMTGKRVI

TLATNRRPLLVRNSGFGVDFRRAVHYDEV
NTDB id 1141172 DQN52 RS00450 WP 003787260.1 PLLADRGKELPSNKFFLYKGYIPHPYAYRIGLNSIGRWEEETQQTSIKAMTGRVILATRRPLLVRNSGFGVDFRRAVYDE 397
NTDB id 1190 QG077 RS00720 WP 285068138.1 PTLANNGRESPSNNFFLYQGYVPHPYAYRMRLDSSRQWKEETRQTSIKAMTGKVTLATNRPLLVRNSGFGVDFRRAVHDV 400
consensus ! !! !*! !!! !!!! !!*!!!!!!!* ! ! ! !!! !!!!!!!!!*! !!! !!!!!!!!!!!!!!!!!!*!

logo SGHGNGWYHKAVFRSRDDKWSPSGHSTDWWSGRAVTWI
LGDNINDGQTNGRYWAPVKSRVMPYQVTVEACVPDGKLEANCVRQPSGSYKPEGLM

NTDB id 1141172 DQN52 RS00450 WP 003787260.1 SHGGWYHKVFSRDKWSPHTDWWSRVTWIGNINDGQNGRYWAPVKSRVMPYQVTVEACVPGKLEANCVRQPSGSYKPEGLM 477
NTDB id 1190 QG077 RS00720 WP 285068138.1 SGNGWYHKAFRRDDWSSGSDWWSGATWLGDINDGTNGRYWAPVKSRVMPYQVTVEACVPDKLEANCVRQPSGSYKPEGLM 480
consensus !* !!!!! ! !! !!***!!!! !!*! !!!! !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!

logo QQNASTMRFAAFGYANIAGNTVSGGVLRSRMRYIANPNKDGATATGPAVKYQEE INPKTGQFYVNPDRNAEETAAQAFVV
NTDB id 1141172 DQN52 RS00450 WP 003787260.1 QQNASTMRFAAFGYANIAGNTVSGGVLRSRMRYIANPNKDGATATGPAVKYQEEINPKTGQFYVNPDRNAEETAAQAFVV 557
NTDB id 1190 QG077 RS00720 WP 285068138.1 QQNASTMRFAAFGYANIAGNTVSGGVLRSRMRYIANPNKDGATATGPAVKYQEEINPKTGQFYVNPDRNAEETAAQAFVV 560
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo NTGDKNLPSSNFDNSGTINYLNKFGDYNNYKTNDPGAELYYTALRYLRNKGFPALYKTKLAEATRSNITREVRDNFPL IA
NTDB id 1141172 DQN52 RS00450 WP 003787260.1 NTGDKNLPSSNFDNSGTINYLNKFGDYNNYKTNDPGAELYYTALRYLRNKGFPALYKTKLAEATRSNITREVRDNFPLIA 637
NTDB id 1190 QG077 RS00720 WP 285068138.1 NTGDKNLPSSNFDNSGTINYLNKFGDYNNYKTNDPGAELYYTALRYLRNKGFPALYKTKLAEATRSNITREVRDNFPLIA 640
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo DNWDNPLNVFSDNTTLNVADNVCRPNYI IY IGDTNTHADASLPGGGWNTQSYDFSNVDNDDPQDIHVRDNL INEKIRSPNEPRLSWW
NTDB id 1141172 DQN52 RS00450 WP 003787260.1 DNWDNPLNVFSDNTTLNVADNVCRPNYIIYIGDTNTHADASLPGGWNTSYDSNVDDDQDIHVRNLINEKIRPNEPRLSWW 717
NTDB id 1190 QG077 RS00720 WP 285068138.1 DNWDNPLNVFSDNTTLNVADNVCRPNYIIYIGDTNTHADASLPGGGNTQYDFNVNDDPDIHVRDLINEKISPNEPRLSWW 720
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !! !! !!*!!!!! !!!!!! !!!!!!!!!

logo NDGNWGADASPGGAMAALALWGRTNDLQQNFGKRLSSFMIDTVEDGKFKPSENNNYWLAAKYGGFNDLNNNGVPDKGEWEAT
NTDB id 1141172 DQN52 RS00450 WP 003787260.1 NDNWGADASPGGAMAALALWGRTNDLQQNFGKRLSSFMIDTVEDGKFKSENNNYWLAAKYGGFNDLNNNGVPDKGEWEAT 797
NTDB id 1190 QG077 RS00720 WP 285068138.1 NGNWGADASPGGAMAALALWGRTNDLQQNFGKRLSSFMIDTVEDGKFKPENNNYWLAAKYGGFNDLNNNGVPDKGEWEAT 800
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SASDKVSAFEAPAVSNGTPQNFAVANNPTSMVAALNRAFEATATAEAPSATSLGTTSTKPLSERGKTMLLQSVFRDATTV
NTDB id 1141172 DQN52 RS00450 WP 003787260.1 SASDKVSAFEAPAVSNGTPQNFAVANNPTSMVAALNRAFEATATAEAPSATSLGTTSTKPLSERGKTMLLQSVFRDATTV 877
NTDB id 1190 QG077 RS00720 WP 285068138.1 SASDKVSAFEAPAVSNGTPQNFAVANNPTSMVAALNRAFEATATAEAPSATSLGTTSTKPLSERGKTMLLQSVFRDATTV 880
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo VDNGARVKVASGDVLGLEATLKGHKLEYEKKWSAGEKLQAAFYHNSASDNGNWKTKNRKVFTRANSANSGSAVRLAQDGNSNNSAEVATASVVGNDGSDN
NTDB id 1141172 DQN52 RS00450 WP 003787260.1 VDGARVKVASGDVLGLEATLKGHKLEYEKKWSAGEKLQAAFHSSDNWKKRKVFTRASANSSAVRLADNNSEVAAVVNDSN 957
NTDB id 1190 QG077 RS00720 WP 285068138.1 VNGARVKVASGDVLGLEATLKGHKLEYEKKWSAGEKLQAAYHNANGWTNRKVFTRANANSGAVRLQGSNNAVTSVVGGSD 960
consensus ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*! ! !!!!!!! !!! !!!! ! ! !! !

logo AAVDL IVNYALGAKPTYEDNGRKFR IRPNHLMGTVINSPVVTIPSRTGSVSTVAGSCTYPASANI SSRANRHVVAANDGMFYVL
NTDB id 1141172 DQN52 RS00450 WP 003787260.1 AVDLINYALGAKTYENGRKFRIRPNHLMGTVINSPVVTIPSRTGSVSTVAGSCTYPASANISSRANRHVVAANDGMFYVL 1037
NTDB id 1190 QG077 RS00720 WP 285068138.1 AADLVNYALGAPTYEDGRKFRIRPNHLMGTVINSPVVTIPSRTGSVSTVAGSCTYPASANISSRANRHVVAANDGMFYVL 1040
consensus ! !!*!!!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo NSSGQE IASYMPSTALSQLARYASPNYSHFFMNDGIAATSEVCFDTGNDGKGDNGKAHTVVVGTAGRGGNSVYALDLTDNPTDT
NTDB id 1141172 DQN52 RS00450 WP 003787260.1 NSSGQEIASYMPSTALSQLARYASPNYSHFFMNDGIAATSEVCFDTGNGKGDGKAHTVVVGTAGRGGNSVYALDLTDPTT 1117
NTDB id 1190 QG077 RS00720 WP 285068138.1 NSSGQEIASYMPSTALSQLARYASPNYSHFFMNDGIAATSEVCFDTGNDKGNGKAHTVVVGTAGRGGNSVYALDLTNPTD 1120
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!!!!!!!!!!!!!!!!! !!



logo LETAEKSDMLWEFTDHADGLGKSLFAP I ITHDNSTGTPVAIVSGSGYNAKSEDNTGYI
VYI

VLKLNKGPAVGNESPWSVEDTHNNPTAKPWGQNGNGKNWYR
NTDB id 1141172 DQN52 RS00450 WP 003787260.1 LEAKDMLWEFTDAGLGKSLFAPIITHDNTGTPVAIVSGGYNASEDTGYIYILKLNKGANEPWSEDTNNTAPWQNGKNWYR 1197
NTDB id 1190 QG077 RS00720 WP 285068138.1 LTESDMLWEFTHDGLGKSLFAPIITHDSTGTPVAIVSSGYNAKEDNGYVYVLKLNKPVGSPWVEDTHPTKPWGNNGNWYR 1200
consensus ! !!!!!!!* !!!!!!!!!!!!!! !!!!!!!!! !!!! !! !!*!*!!!!!* !! !!!**! !! ! !!!!

logo IKLGAKGGVGELFAYQNTEARTVAAVYAGGDLEGKLWKVSQNAEGRFVAGYVDSANNATLP I FKTADKNTS IVGAPFAQIVGGKT
NTDB id 1141172 DQN52 RS00450 WP 003787260.1 IKLGKGGVGELFAYQTEARTVAAVYAGDLEGKLWKVSQNAEGRFVAGYVDSANNALPIFKTADNTSIVGAPFAQIVGGKT 1277
NTDB id 1190 QG077 RS00720 WP 285068138.1 IKLGAGGVGELFAYQNEARTVAAVYGGDLEGKLWKVSQNAEGRFVAGYVDSANNTLPIFKTADKTSIVGAPFAQIVGGKT 1280
consensus !!!! !!!!!!!!!! !!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!! !!!!!!!!!!!!!!!!

logo YVVF ITGRYFNKSDLPSTTKQTVQNYAYGI I ESKIGSDNRNTPTAGSGAL IDEDGSETNLLQQHSVENEEKIVPDNSVPRQTVFYKTVTNHNQI
NTDB id 1141172 DQN52 RS00450 WP 003787260.1 YVVFITGRYFNKSDLPSTTKTVQNYAYGIIESKIGDNRTPTGSGALIDDSTNLLQQSVNEKIVPDSVPQTVFYTVTNNQI 1357
NTDB id 1190 QG077 RS00720 WP 285068138.1 YVVFITGRYFNKSDLPSTTQTVQNYAYGIIESKISDNRNPTASGALIEDGENLLQQHVEEEIVPDNVRQTVFYKVTNHQI 1360
consensus !!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!! !!! !!*!!!!!*! !!!!!*! ! !!!! !*!!!!! !!!*!!

logo TNKQHQGWKLKLQKNWLS IDKSAIRGKRVAEFSAVNPLATDVASADGNMCTENGSTYSLSVNVFNGGVYNKP IYDTNGDGKF
NTDB id 1141172 DQN52 RS00450 WP 003787260.1 TNQHQGWKLKLQKNWLSIDKSAIRGKRVAEFSAVNPLATDVASAGNMCTENGSTYSLSVNVFNGGVYNKPIYDTNGDGKF 1437
NTDB id 1190 QG077 RS00720 WP 285068138.1 TNKHQGWKLKLQKNWLSIDKSAIRGKRVAEFSAVNPLATDVASADNMCTENGSTYSLSVNVFNGGVYNKPIYDTNGDGKF 1440
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo TEADTLVSVAGQAGI LTRLTEVSTEFGR IVGGINSMGNMIQMPKDNITSDPVVKRVSWRE I F
NTDB id 1141172 DQN52 RS00450 WP 003787260.1 TEADTLVSVAGQAGILTRLTEVSTEFGRIVGGINSMGNMIQMPKDNITSDPVVKRVSWREIF 1499
NTDB id 1190 QG077 RS00720 WP 285068138.1 TEADTLVSVAGQAGILTRLTEVSTEFGRIVGGINSMGNMIQMPKDNITSDPVVKRVSWREIF 1502
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


