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TELTGFKRYS I LASGSSTGNSFYLETPEQKKR I L IVDAGLSGKKI STQSLLMAE IDRDKPVDSDLVDAI LVTHEHKDHIHGVGVLARKYGLMDI

VYANAE
NTDB id 114095 T303 RS06540 WP 024704147.1 MSELGFKYSILASGSTGNSFYLETPEKKILVDAGLSGKKITSLLAEIDRDPSDLDAILVTHEHKDHIHGVGVLARKYGMDIYANE 85
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLDVYANA 85
consensus !*! !!*!!!!!!!!*!!!!!!!!! !*!!*!!!!!!!!!* !*!!!!! * !*!!!!!!!!!!!!!!!!!!!!!!!!*!*!!!

logo

A
KTWQAIMDSKGNMI

LGKI
VDNVSQKHI FDSLRGKLTI

LTFGDIDI ESFGVSHDAAIDQPQFYRFLMKDGKSFVI
MLTDTGYVSDRMADGL I ENADGYL I

NTDB id 114095 T303 RS06540 WP 024704147.1 KTWQIMDSKNMLGKVDNSQKHIFSRGKLLTFGDIDIESFGVSHDAIDPQFYRFMKDGKSFVMLTDTGYVSDRMAGLIENADGYLI 170
NTDB id 383 SMU RS06875 WP 002262928.1 ATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLIENADGYLI 168
consensus !!! !!** !*!!*! !!!!!! !! *!!!!!!!!!!!!!!!! !!!!! !!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!

logo ESNHDI E I LRASGI
SYPWSLTKQRI LSDKQGHLCSNDEDGADEATMI

VRTI
LGNKTKKIYLGHLSKENNI

VKELAHYMTMEKNAQLAMQRADFLAGVDGHTDFKI
NTDB id 114095 T303 RS06540 WP 024704147.1 ESNHDIEILRAGSYPWSTKQRILSDQGHLCNEDGADAMIRTIGNKTKKIYLGHLSKENNIKELAYMTMENQLARADFGVGTDFKI 255
NTDB id 383 SMU RS06875 WP 002262928.1 ESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFKI 253
consensus !!!!!!!!!! ! !!!! !!!!!!! !!!*!*!!!* !*!!*!!!!!!!!!!!!!!!!!*!!!!*!!! ! ! !! *! *!!!!
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Y
D
GTSPDTALTPLATDKI

NTDB id 114095 T303 RS06540 WP 024704147.1 FGTSPDTATPLTDI 269
NTDB id 383 SMU RS06875 WP 002262928.1 YDTSPDTALPLAKI 267
consensus * !!!!!! !! !

X non conserved

X similar

X ≥ 50% conserved


