
logo MS
V
D
L
N
QRNTEHLRENEKDYTWDLSTTI FYAPTDAQADWEETAELYEKDSLTTVEQDQLEKKTAVASAQYAEGHLLDSADKNLLEGAITEFLSYLMESLMEMRQRLMEKI

LYVYAHSMKND
NTDB id 1140871 DQN54 RS04885 WP 000244160.1 MVLQRNERNEKDTWDLSTIYPTDQAWEEALKDLTEQLETVAQYEGHLLDSADNLLEITEFSLEMERQMEKLYVYAHMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus ! *! * !! !!!!*!!**!! !! ! ! !!!!!!! !!! !! * * ! *!!*!!!!*!!!!

logo QDTRTEVAGKLYQEYQYAKAMSNTLYSQLDSEQAFASFYFYDEPEFMAE I
L
D
S
D
EKKQLYADEFKLEAQEQPGKLGQLVYDQHYFDEKRLLAQGNKDHVLSQERAEEELLAAGA

NTDB id 1140871 DQN54 RS04885 WP 000244160.1 QDTREAKYQEYYAKAMTLYSQLDQAFSFYDPEFMEISEKQYADFLEAQPKLQVYQHYFDKLLQGKDHVLSQREEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!! * !!!! !!! !!!!! !! ***!!!! * *! !*! ! ! ! *! !!!**!! !!!!!!! !!!!!*!

logo GDE I FGNGSAPSTDETFANI
VLDNADI LVFPW

YVLSDDGDQGDKEVVEQLSTHGNTFYI
T
R
TLMESKDKRDE I

VRKRGAYEQALMYAGTYEQFQHTYAKQTLQGTNVVKVHQ
NTDB id 1140871 DQN54 RS04885 WP 000244160.1 GEIFGSASETFAILDNADIVFPYVLDDDGKEVQLSHGTYTRLMESKKREVRRGAYQALYATYEQFQHTYAKTLQTNVKVQ 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus !*!! ***!! *!!!!!!*!!*! ! ! ! !*!! * !!!!! !**!*!!! !*!*!!!!!!!!!! !!! !!!*

logo NYQRAKVRHNYKNSARHAALAANF IVPESVYDNSLLVAEASVNRKHLPLLHRYLDELRKSKI
VLGI

L
D
S
D
ELKMYDVYTPLSESTVETYANFLTYEQEASLK

NTDB id 1140871 DQN54 RS04885 WP 000244160.1 NYRAKVRNYKSARHAALAANFVPESVYDNLVAAVRKHLPLLHRYLELRSKILGISDLKMYDVYTPLSSVEYNFTYQEALK 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !! !!!!*! !!!!!!!!!!!*!!!!!! !* ! !!!!!!!!!!*!! !*!!* *!!!!!!!!!!! ! !! ! !!

logo KAEDEAVLAI
V
F
LGEDEYLSKSGRVHKARAFSTERWIDVHYEPNKQGKRSGAYSGGASYDTNAFMLLNWQDNTLDNLFTLVHETGHSLMHSSTFYTREQT

NTDB id 1140871 DQN54 RS04885 WP 000244160.1 KAEDALAVLGEDYLSRVKRAFSERWIDVYENQGKRSGAYSGGSYDTNAFMLLNWQDNLDNLFTLVHETGHSMHSSYTRET 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !!!* !!* !!*! !* !!*!!!!!!**! !!!!!!!!!! !!!!!!!!!!!!! !!!!!!!!!!!!!!*!!**!! !

logo QPYVYGDYPS I FLAE IASTTNENI LTEKTLLEKEVEEVEKDDAKTRFAI LNHNFYLDGFKRGTVFRQTQFAEFEHAIHEQADAQNSGEQI
VLT

NTDB id 1140871 DQN54 RS04885 WP 000244160.1 QPYVYGDYSIFLAEIASTTNENILTEKLLEEVEEVEDDATRFAILNNFLDGFRGTVFRQTQFAEFEHAIHQADQNGEVLT 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKE...VKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILT 477
consensus !!!!!!!!*!!!!!!!!!!!!!!!!! !! !***! !! !!!!!!!**!!!!*!!!!!!!!!!!!!!!!! !! ! *!!

logo

A
SDFLMNKLYADLNEQEKYYGNLKSAKEDNPYE IQFYEWAER IPHFYMYNYYVYQYASTGFAAASAYLAEKIVHGSTEQEDKRDEARYI

L
D
TYLKAGKSSD

NTDB id 1140871 DQN54 RS04885 WP 000244160.1 SDFLNKLYADLNQEYYGLSKEDNPEIQYEWARIPHFYYNYYVYQYSTGFAAASALAEKIVHGSQEDRDRYIDYLKAGKSD 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSD 557
consensus !!*!!!!!!!! !! ! !!!*!!!*!! !!!!!! !!!!!!! !!!!!!! !!!!!!!!* !!** !* !!!!! !!



logo YPLENVI
M
K
RKAGVDMETKNETDYLDNADAFAKVFEDRRLNVEFLEALVEKGLGVHLALS

NTDB id 1140871 DQN54 RS04885 WP 000244160.1 YPLNVMRKAGVDMEKEDYLNDAFAVFERRLNEFEALVEKLGLA. 603
NTDB id 480 HSISS4 RS02090 WP 002890133.1 YPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!! !**!!!!!! !!! !! !!! !! ! !!!!!! * *

X non conserved

X similar

X ≥ 50% conserved


