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NTDB id 114084 T303 RS03260 WP 002945408.1 MHGKDPFSDFREFINTMESRVQELGKAYGVEHLAGPQGFAVRYLFENQDKEIFIKDIEKKLSISKSVASNLVKRMEKNGFVELVT 85
NTDB id 368 SMU RS04250 WP 002263292.1 ..MKEPFSEFKNLITATERYIQELSKSHGVEHLSGPQGWTVMFLKDNQGKEIFIKDIEKRLDISKSVTSNLIKRMEKNGFISVIP 83
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NTDB id 114084 T303 RS03260 WP 002945408.1 SDKDKRYKYVHLTDLGKKKAQDVGHFREAIHGQLLDGISKEDAETAFRVFHQIRKNLEKNKE 147
NTDB id 368 SMU RS04250 WP 002263292.1 SRKDRRYKQIVLTPLGQEKAGKITVFLTDLKKLLLKDISQEDLSVARKVFKQIKQNLEKKE. 144
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X non conserved

X similar

X ≥ 50% conserved


