logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
1140
408
625
115
1313
1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1

71 T303 RS01470 WP 011680606.1
SMU RS09530 WP 002262392.1

LCA RS02525 WP 011374196.1
BSU 16940 NP 389576.2

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

ARK LEEISKKFE?%E&{ AL@éALAg.

Hef L0 L

MRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG

MRLG

MRLG

IEKWNFGKG IM
IEK§FGKGRIM
IEKEFGKGINIM
IEKSFGKGIIM
M
IEKWFGKG
IEKWNFGKG IMRLG
MRLG
MRLG

ko b ok kokk

Eg sy )

.>IDA

NRNIT D ODHDHDHDD >

R,

nmnnnnnnn ikl RBNE]N 0 0N KN NN N (_t")

* 1 1%

LA

RN

A

Y
L

(]



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
1140
408
625
115
1313
1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1

71 T303 RS01470 WP 011680606.1
SMU RS09530 WP 002262392.1

LCA RS02525 WP 011374196.1
BSU 16940 NP 389576.2

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

I

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

Rl H H HH H

o

EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
E YGPESSGKTT

BEIYGPESEGKTT

EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT

EIYGPESSGKTT
EIYGPESSGKTT
F Tk DLTTRD D D

ANFAQKIRGGIAAF IDAEHALDPEY ABWAL GVN
ANFAQKIRGGRWAAF IDAEHALDPEVY ARWAL GVN
ANFAQKIRGGIAAF IDAEHALDPEY ABWAL GVN
ANAQKINGGINAAF IDAEHALDPEVY ARWAL GVN
ANEAQKIRGGIAAF IDAEHALDPEY ARWAL GVN
ANAQKIRGGIAAF IDAEHALDPEY ABWAL GVN
ANFAQKINGGEWAAF IDAEHALDPEVY ARWAL GVN
ANBOKIRGGIAAF IDAEHALDPEY ABWAL GVN
ANFAQKINGGRWAAF IDAEHALDPEVY ARWAL GVN
AJAYQKNGGJWNA IDAERJA DPIYARWALGVN D LL
AIUQNNGGNAF IDAEHALDPYYA[MMLGVN ELL
ANFAQKINGGINSAF IDAEHALDPYYY AISALGVNIDELL

AINMOKINGGUA¥AF IDAEHALDRYY AISYLGVNID L

AIGOKINGGAASAF IDAEHALDYRIY AISHL.GV ¥ NLL
AIEOKINGGLAAF IDAEHALDEIY AISHL.GV gy RLL
AIINQK\YGGIWNAF IDAEHAJD|UBIY AIRSL.G N EL
A\QKGTFYNEAF IDAEHALDPYY AIYLGVNDELL
GAE DAEHADPMY AISL G V]S
\VMGAF DAEHAJIDPNUY AL G V]
VGAE DAEHAJJDPNUY AISL G V]S
INSAFIDAEHALD\MNY APDISL G V]S

N e R N R e W N ey

PN

L0 ATl RN o e L)

SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ

QPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPDYGEQ
SQPDRIGEQ
SQPD GEQ
SQPD GEQ
SQPDIYGEQ
SQPDRIGEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPDRIGEQ
SQPDRIGEQ
SQPD GEQ

oAl

NEEIET

154
1563
153
1563
153
153
153
153
1563
153
140
138
152
139
141
141
148
156
140
140
140
148
139
139
139
139
139



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
1140
408
625
115
1313
1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1

71 T303 RS01470 WP 011680606.1
SMU RS09530 WP 002262392.1

LCA RS02525 WP 011374196.1
BSU 16940 NP 389576.2

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

(AL

VVVDSVAALVP
VVVDSVAALVP
VVVDSVAALVP
VVVDSVAALVP
VVVDSVAALVP

VVDSVAALVP

VDSVAALpP
VVVDSVAALVP
VVVDSVAALVP
VVVDSVAALVP

V DSVAALVP
VVDSVAALP
VVDSVAALP
VVDSVAALP
VVDSVAALpP

VDSVAALVP

50, 50V LU e

G MGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G MGD HVGLQAR
GDMGDSHVGLQAR
GDMGDSHEGLQAR
GDMGDEHVGLQAR
GDMGDWNHVGLQAR
GDMGD[JHVGLQAR
GDMGDS  GLEIAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G MGD MEGLQAR
G MGDSH GLQAR
G MGDSH GLQAR
G MGDSH GLQAR
G

¢

!

MGDSH GLQAR
MGD HVGLQAR

N N YNy e E

WA F T

233
232
232
232
232
232
232
232
232
232
219
217
231
219
221
221
227
235
219
219
219
227
218
218
218
218
218



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
1140
408
625
115
1313
1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1

71 T303 RS01470 WP 011680606.1
SMU RS09530 WP 002262392.1

LCA RS02525 WP 011374196.1
BSU 16940 NP 389576.2

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

CGV. .
TGS....
TGS. ...

—EEEEEEE e
*
éééhﬁhhHHé

k11 skskok

RGSTKIEEGS.
IMGNTQIKGTG.
BIGNTQIKGTG.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMGSTQIKGTG.
IMGSTQIKGTG.
IMGTTQIKGTG.
IMGNTQIKGTG.
IMIGNTQIKGTG.

.KDG
.KKG
.KKG
.KKG
.KKG
.KEG
.KEG
.KEG
.KEG
.KEG

.L.KQNEQH
SLSDTGKIKDKSGEV

EI
EV

* 1k

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK AﬁPF
KVVKNK ARPF

KVVKNK APPF
KVVKNK APPF
KVVKNKVAPPF

Il

IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS

M GEG S
IM GEGIS
IM GEGIS
IMYGEG S
IMYGEGIS

kokok Pk D kkk skk

Uccnooxxxxxxxxxz
<

[Ci-AASIvIvAsIsisITES]

SDLDEREKIMA[CTANEN(K
SDLDESEKIMA[CTANEN(K
SDLDEREKIMA[CTANEN(K
SDLDESEKINA{CTANEN(K
SDLDEREKIMA[CTANEN(K
SDLDEREKIMA{CTANEN(K

SDLGEREQIMA{CTNINEN(N

EANG FpiK|SS[€F NN D
WD I TINKMIGAW Y S Y
WD I TINKRIGAWY S YI
WD I TINKBIGAWY S Y

312
311
311
311
311
311
311
311
311
311
294
292
307
294
296
296
307
310
294
294
294
302
293
293
293
293
293



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600
269
228
194
159
527
499
453
1140
408
625
115
1313
1245
1214
1211
1334
1389
1130
1124
1123
1427
1165
1142
1022
1074
1205

consensus

Kw2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1
71 T303 RS01470 WP 011680606.1
SMU RS09530 WP 002262392.1
LCA RS02525 WP 011374196.1
BSU 16940 NP 389576.2
DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
NCTC11637 00359 SQJ03206.1
C694 RS00795 WP 000963128.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1
PSJM300 05545 AFN77183.1

Ec Y KE. EAEEEEV LQLEBE#ElE
LDDSEVAETEEETTASKTKAKAKKEEKAVETE IELELED.....
IDGEEVSEQDTENKKDEPK. .. .KE..EAVNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDEPK. .. .KE. .EAVNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDEPK. .. .KE..EAVNEEVPLDLGDELEIE
IDGEEVSEQDTENKKDEPK. .. .KE. .EAVNEEVPLDLGDELEIE
IDGEEAAE. .. .SKKDEVA....QV..DSVNEEVTLDLGDELEIE
IDGEETIAE....SKKDEAA....QV..DSVNEEVTLDLGDELEIE
LEESEEESAMAVA. .. ........... SEETDBLALDLDNGIEIE
IELDEDDVVEDTQ........... V..EDTSDELILDLDSTIEIE
IEEDNTEEKQSSKEK...E....TD..EKADKNLVLELDDTIELE
SDVPEEDLPTTEDE.QI................. NILPDDSTEE.
DNNGVVQQQAEETQEEL. ... ... ... .. ..... EFE.E......
MAATRAGNAGEAPALAPAPAAPEAA. ... ... ... EA. .. ... ........

QNSMEMEGMI. .. .. SGSEDD. .EG.......... EE..............
SNEEI..... MPLPDE. .PL.......... EEME............
SNEEI..... MPLPDE. .PL.......... EEME............

..... VLKATASDSN..........DES.VEEFSEEEL...
..... TEGTQDETDG..........ER......PEE.. ...
..... TEGTQDETDG..........ER......PEE.. ...
..... TEGTQDETDG..........ER......PEE.. ...
..... AVTLA.EEVE..........ED..............
..... QLIAETSSAA..........DDVEFGAVPEEF.. ..
..... QLIAETSSAA..........DDVEFGAVPEEF.. ..
..... QTAA .HDETE..........EEPBLL..ES......
..... GAVQ.I.EDE..........EEPBLL..LES.....
..... TKATPVAEDL..........ADARI...........
* % *

387
385
385
385
385
381
381
377
378
382
355
348
363
343
347
347
343
372
348
348
348
352
354
354
349
349
347



logo

LEE
NTDB id 600 KW2 RS01765 WP 011675413.1 C 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 IEE 388
NTDB id 228 SPD RS09265 WP 001085462.1 IEE 388
NTDB id 194 SPR RS08825 WP 001085462.1 IEE 388
NTDB id 159 SP RS09750 WP 001085462.1 IEE 388

NTDB id 527 SMSK321 RS11065 WP 001085454.1 IEE 384
NTDB id 499 SM12261 RS08315 WP 078228268.1 IEE 384

NTDB id 453 Spy49 1753c ACI62003.1 D.. 378
NTDB id 114071 T303 RS01470 WP 011680606.1 E.. 379
NTDB id 408 SMU RS09530 WP 002262392.1 D.. 383
NTDB id 625 LCA RS02525 WP 011374196.1 C 355
NTDB id 115 BSU 16940 NP 389576.2 R 348
NTDB id 1313 DR RS12030 WP 010888966.1 C 363
NTDB id 1245 Cj1673c YP 002345041.1 C 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R 347
NTDB id 1211 C694 RS00795 WP 000963128.1 . 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 R 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 . 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 R 348
NTDB id 1123 0OK783 RS03845 WP 003688695.1 . 348
NTDB id 1427 RS RS02760 WP 011000510.1 R 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 ... 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R 354
NTDB id 1022 ACIAD RS06390 WP 004925639.1 C 349
NTDB id 1074 ABD1 RS10195 WP 000344167.1 o 349
NTDB id 1205 PSJM300 05545 AFN77183.1 R 347
consensus

X non conserved
B similar
> 507 conserved



