
logo

MK
M
M
K
I
K
L
R
T
L
N
T
I
K
L
Q

R
Q
K
M
P
T
K
R
L
A
Q
K
Q
K
A
GFTL I ELMIVVIA I IGA I LAATLIA IPASYTQSDNYTI

Q
K
R
KARTALMVATSEFGLPLKSTQI

L
A
A
S
D
S
AP
S
A
T
YKSLAADVSEEILTC I

A
V
H
I
Y
E
N
T
S
H
N
V
T
A
G
N
D
A
E
D
K
L

AGAF
K
I
K
P
T
A
S
T
E
K
N
SCHSTSQG

NTDB id 1383 A4U84 RS08530 WP 005711781.1 MKKIRLIRPLAKAFTLIELMIVIAIIAILATIAIPSYTSYTQKAALSELLSASASYKSDVEICIYNVGDK...KISECSS 77
NTDB id 1365 NTHI RS01955 WP 011271973.1 .MKLTTQQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNE.....TTNCTG 74
NTDB id 1140665 DQN24 RS03300 WP 021035703.1 .MKLTTQQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNE.....TTSCTG 74
NTDB id 1354 HI 0299 AAC21963.1 .MKLTTLQTLKKGFTLIELMIVIAIIAILATIAIPSYQNYTKKAAVSELLQASAPYKADVELCVYSTNE.....TTSCTG 74
NTDB id 1400 DSB67 RS12660 WP 010643261.1 ..MKTNKQKKQQGFTLIELMIVVAIIGILAALAIPAYQDYTKKATMAEFPKIASSTKLAVELCAHEHAADAGAFKTKCHQ 78
NTDB id 1274 LPP RS09530 WP 011214168.1 ........MRQKGFTLIELMIVVAIIGILAAIAIPAYQDYTIRARVTEGLTLADSAKLAVSETAITNNAL....PA..TQ 66
consensus *** * * **!!!!!!!!!*!!!*!!!**!!!*!* !!**!***!** *** *! *!****** ** * **
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NTDB id 1383 A4U84 RS08530 WP 005711781.1 GKNGVRADKSDVPDAKYLKSISVASGVITV.....AGKGNIDGYGYTMTP.KFANNNITWATSCQGADISLFPANFCGQK 151
NTDB id 1365 NTHI RS01955 WP 011271973.1 GKNGIAADITT..AKGYVKSVTTSNGAITV.....KGDGTLANMEYILQATGNAATGVTWTTTCKGTDASLFPANFCGSV 147
NTDB id 1140665 DQN24 RS03300 WP 021035703.1 GKNGIAADIKT..AKGYVASVITQSGGITV.....KGNGTLANIEYILQATGNAAAGVTWTTTCKGTDASLFPANFCGSV 147
NTDB id 1354 HI 0299 AAC21963.1 GKNGIAADIKT..AKGYVASVITQSGGITV.....KGNGTLANMEYILQAKGNAAAGVTWTTTCKGTDASLFPANFCGSV 147
NTDB id 1400 DSB67 RS12660 WP 010643261.1 TANGIPAAFTL.NNLTVTPAAGAASGAISITVNAANDKGPIKQNEKYILTATYASNGVTWSSECKDATNAVQT.SYCP.. 154
NTDB id 1274 LPP RS09530 WP 011214168.1 AATGYVSPAAT.P..NVASIAIGANGVITITYTAAAGGGTIVMT.....PTLQANGDVTWTCTGGTLLAKYRP.ASCRP. 136
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NTDB id 1383 A4U84 RS08530 WP 005711781.1 ATP 154
NTDB id 1365 NTHI RS01955 WP 011271973.1 TQ. 149
NTDB id 1140665 DQN24 RS03300 WP 021035703.1 TQ. 149
NTDB id 1354 HI 0299 AAC21963.1 TK. 149
NTDB id 1400 DSB67 RS12660 WP 010643261.1 ... 154
NTDB id 1274 LPP RS09530 WP 011214168.1 ... 136
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