logo

NTDB id 1140633 DQN67 RS13535 WP 011947563.1
NTDB id 1278 LPP RS13600 WP 011947563.1

NTDB id 1262 GCO85 RS13310 WP 011947563.1
consensus

logo

NTDB id 1140633 DQN67 RS13535 WP 011947563.1
NTDB id 1278 LPP RS13600 WP 011947563.1

NTDB id 1262 GCO85 RS13310 WP 011947563.1
consensus

logo

NTDB id 1140633 DQN67 RS13535 WP 011947563.1
NTDB id 1278 LPP RS13600 WP 011947563.1

NTDB id 1262 GC085 RS13310 WP 011947563.1
consensus

LR LD SR AT ONLLD K1 ERRAHAN A

MIKVLIVDDHALVRMGIRRLLEDMSDVDVVADAESGEQALAYVKTHSPDVVLLDMKMPGIDGWEVTRRLKKTNPNIKVIA
MIKVLIVDDHALVRMGIRRLLEDMSDVDVVADAESGEQALAYVKTHSPDVVLLDMKMPGIDGWEVTRRLKKTNPNIKVIA

MIKVLIVDDHALVRMGIRRLLEDMSDVDVVADAESGEQALAYVKTHSPDVVLLDMKMPGIDGWEVTRRLKKTNPNIKVIA
PELr e e rrrrrrrrrrrrrrrrrnt

VALDPUTRLLA UK A AL L AT D LS )

VTAICSDPLPTRVLOQLGAMGYLTKESGAEEMAAATRKVAKGEKYLSAETAQKMAINSLQEPQDSPFDLLSEREMQVMLMI
VTAICSDPLPTRVLQLGAMGYLTKESGAEEMAAATIRKVAKGEKYLSAETAQKMAINSLQEPQDSPFDLLSEREMQVMLMI

VTAICSDPLPTRVLQLGAMGYLTKESGAEEMAAATRKVAKGEKYLSAETAQKMAINSLQEPQDSPFDLLSEREMQVMLMI
Pt rr e e rrr et r e rrrnd

19 IARLELSH R FELC AL K L)

TSGMNVQDIADRLFLSSKTINGYRYRMFEKLGIKNDVELTYLAMKHRIIEHPNDLSQDD 219
TSGMNVQDIADRLFLSSKTINGYRYRMFEKLGIKNDVELTYLAMKHRIIEHPNDLSQDD 219

TSGMNVQDIADRLFLSSKTINGYRYRMFEKLGIKNDVELTYLAMKHRITEHPNDLS QDD kel
N

X non conserved
B similar
>50% conserved

160
160
160



