logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1
1140596 DQN21 RS12505 WP 077497985.1
381 SMU RS09890 WP 002262650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1
1140596 DQN21 RS12505 WP 077497985.1
381 SMU RS09890 WP 002262650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1
1140596 DQN21 RS12505 WP 077497985.1
381 SMU RS09890 WP 002262650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1
1140596 DQN21 RS12505 WP 077497985.1
381 SMU RS09890 WP 002262650.1

consensus

e SRS s T 1 s ST Tl

Q
MKHLKTFYKKWFQLLVVIVISFFSGALGSFSI
MKHLKTFYKKWFQLLVVIVISFFSGALGSFSI
MKHLKTFYKKWFQLLVVIVISFFSGALGSFSI

ANNNSTITQTAYKNENSTTQAVNKVK
BNNNSTITQTAYKNENSTTQAVNKVK
ANNNSTITQTAYKNENSTTQAVNKVK
ENNNSTITQTAYKNENSTTQAVNKVK
BNNNSTITQTAYKNENSTTQAVNKVK

MKHLKTFYKKWFQLLVVIVISFFSGALGSFSI

% ok ok ok ok ok k kokokokokok |ookokok Dokok Dskokoiokokokokoskskskskskskkk ok skk skokokok Dokokokokosk Dok D hok D ko |

om0, pomsemlsSE SV ook VTGN DeAskio R

SEGSGVIY K [{AY

N

Pl oseskor |k

N ATEDAVR S AGE OSSR LSBT VL)

GRNKVPGEIVGEDT SDI VV IP KVKNVAEFGDSSKLTVGETAIAIGSPLGS YANTVTQGIVSSLERNVSE SEDGQ
GTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQ
GTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQ
GTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQ
GTKVPGEIVGADTFSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQ

GIMKVIYGIY VG DT SD AV KISSEQMVTTVAEF
P b bk bt Dbk Dl bbb b sk b Db Dokl o LD Ll skl oL PEELEL Dk s b okokok ]

T

TI TMAIQTDEAAINPGNSGGPL NIQGQVIGITSSKIANENIR

AISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIAT....NGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALG
AISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIATHMMNGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALG
AISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIATMRNGGTSVEGLGFAIPANDAINITEQLEKNGKVTRPALG

AISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIATHMMNGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALG
AISTKAIQTDTAINPGNSGGPLINIQGQVIGITSSKIATHMRNGGTSVEGLGFATIPANDAINITEQLEKNGKVTRPALG

137
136
136
136
136
136
160
141

217
216
216
216
216
216
240
221

295
292
292
292
292
292
318
301



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1
1140596 DQN21 RS12505 WP 077497985.1
381 SMU RS09890 WP 002262650.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

425 SGO RS10525 WP 012131081.1

256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1
1140596 DQN21 RS12505 WP 077497985.1
381 SMU RS09890 WP 002262650.1

consensus

O TSP TS W RSAEE -A N DT D

Q [gMPA G LEKYDVITK DD@EI S D QSALYJYHSIN| IHIK TYY]
STSDIRRLNIPSNVTSGV VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY]
STSDIRRLNIPSNVTSGV VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY]
STSDIRRLNIPSNVTSGV VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY]

STSDIRRLNIPSNVTSGV VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY,
TSDIRRLNIPSNVTSGV VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYY,|
STRAIINLNIP EVTSGV

R O I I e e e e O ey oy

Rt Ts s e

397
393
393
393
393
393
421
402

1 % % PRI B | ENES

X non conserved
B similar
> 50% conserved

375
372
372
372
372
372
398
381



