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NTDB id 287 SP RS11210 WP 001109712.1 SPA....DKALMDGKWKQAA...........QL...IAKEEEVPVY.KDLVTESDILTTLSRLSGIPVQKLTQTDAKKYL 504
NTDB id 290 KZH43 RS10025 WP 001109677.1 SPA....DKALMDGKWKQAA...........QL...IAKEEEVPVY.KDLVTESDILTTLSRLSGIPVQKLTQTDAKKYL 504
NTDB id 289 SPD RS10700 WP 001109677.1 SPA....DKALMDGKWKQAA...........QL...IAKEEEVPVY.KDLVTESDILTTLSRLSGIPVQKLTQTDAKKYL 504
NTDB id 329 STU RS10020 WP 011225298.1 TPL....DEALISGDIGAAV...........KQ...YKANQKAKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYL 510
NTDB id 297 STER RS00545 WP 011680614.1 TPL....DEALISGDIGAAV...........KQ...YKANQKAKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYL 510
NTDB id 1140592 DQN21 RS11945 WP 077497892.1 TPA....DKAILEGDFKLAT...........KL...LKESRKKPNRKPTAVTEDDIMATLSRLSGIPVEKMTQADSKKYL 507
NTDB id 377 SMU RS09275 WP 002262344.1 TDL....DHALITNDYQLAK...........RL...LKKEKKPLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYL 507
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NTDB id 378 SMU RS02690 WP 002263569.1 HLADDLKTRVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEK 523
NTDB id 241 SP RS04015 WP 000882523.1 HLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEK 522
NTDB id 281 KZH43 RS03550 WP 000882517.1 HLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEK 522
NTDB id 245 SPD RS03860 WP 000882517.1 HLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEK 522
NTDB id 243 SPR RS03635 WP 000882517.1 HLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGPTGVGKTELSKQLAIELFGSADSMIRFDMSEYMEK 522
NTDB id 85 BSU 00860 NP 387967.1 NMENILHSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGPTGVGKTELARALAESIFGDEESMIRIDMSEYMEK 580
NTDB id 610 V4T04 RS10165 WP 012897346.1 NLEKELHKRVVGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLGPTGVGKTELAKALADSVFGSEDNMIRVDMSEFMEK 589
NTDB id 287 SP RS11210 WP 001109712.1 NLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEK 584
NTDB id 290 KZH43 RS10025 WP 001109677.1 NLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEK 584
NTDB id 289 SPD RS10700 WP 001109677.1 NLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEK 584
NTDB id 329 STU RS10020 WP 011225298.1 NLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEK 590
NTDB id 297 STER RS00545 WP 011680614.1 NLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALLRFDMSEYMEK 590
NTDB id 1140592 DQN21 RS11945 WP 077497892.1 NLEKELHKRVIGQDSAISAISRAIRRNQAGIRTGKRPIGSFMFLGPTGVGKTELAKALAELLFDDESALIRFDMSEYMEK 587
NTDB id 377 SMU RS09275 WP 002262344.1 NLERELHKRVIGQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLGPTGVGKTELAKALAEVLFDDESALIRFDMSEYMEK 587
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NTDB id 378 SMU RS02690 WP 002263569.1 HAVAKLVGAPPGYVGYEEAGQLTEKVRRNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDTIIIMTSNA 603
NTDB id 241 SP RS04015 WP 000882523.1 HSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNA 602
NTDB id 281 KZH43 RS03550 WP 000882517.1 HSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNA 602
NTDB id 245 SPD RS03860 WP 000882517.1 HSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNA 602
NTDB id 243 SPR RS03635 WP 000882517.1 HSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFLQVLDDGRLTDGQGRTVSFKDAIIIMTSNA 602
NTDB id 85 BSU 00860 NP 387967.1 HSTSRLVGSPPGYVGYDEGGQLTEKVRRKPYSVVLLDEIEKAHPDVFNILLQVLEDGRLTDSKGRTVDFRNTILIMTSNV 660
NTDB id 610 V4T04 RS10165 WP 012897346.1 HSTSRLIGAPPGYVGYDEGGQLTERVRNKPYSVVLLDEVEKAHPDVFNIMLQILDDGFVTDTKGRKVDFRNTIIIMTSNL 669
NTDB id 287 SP RS11210 WP 001109712.1 FAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNL 664
NTDB id 290 KZH43 RS10025 WP 001109677.1 FAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNL 664
NTDB id 289 SPD RS10700 WP 001109677.1 FAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSKGRKVDFSNTIIIMTSNL 664
NTDB id 329 STU RS10020 WP 011225298.1 FAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNL 670
NTDB id 297 STER RS00545 WP 011680614.1 FAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNL 670
NTDB id 1140592 DQN21 RS11945 WP 077497892.1 FAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLLQVLDDGVLTDSRGRKVDFSNTIIIMTSNL 667
NTDB id 377 SMU RS09275 WP 002262344.1 FAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNILLQVLDDGVLTDSRGRKVDFSNTIIIMTSNL 667
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NTDB id 378 SMU RS02690 WP 002263569.1 GTG..KSEANVGFGASREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFQALSKDNLLQIVSLMLDDVNQRLAVNAIH 676
NTDB id 241 SP RS04015 WP 000882523.1 GTG..KTEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIR 675
NTDB id 281 KZH43 RS03550 WP 000882517.1 GTG..KTEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIR 675
NTDB id 245 SPD RS03860 WP 000882517.1 GTG..KTEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIR 675
NTDB id 243 SPR RS03635 WP 000882517.1 GTG..KTEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSKDNLLQIVELMLADVNKRLSSNNIR 675
NTDB id 85 BSU 00860 NP 387967.1 GASELKRNKYVGFNVQDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEKKHLTEIVSLMSDQLTKRLKEQDLS 740
NTDB id 610 V4T04 RS10165 WP 012897346.1 GATALRDDKTVGFGAKNITADYSAMKSRILEELKRHYRPEFLNRIDENIVFHSLESQEIEQIVKIMSKSLIKRLAEQDIH 749
NTDB id 287 SP RS11210 WP 001109712.1 GATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLTEKGID 744
NTDB id 290 KZH43 RS10025 WP 001109677.1 GATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGID 744
NTDB id 289 SPD RS10700 WP 001109677.1 GATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSSDHMQEVVKIMVKPLVASLAEKGID 744
NTDB id 329 STU RS10020 WP 011225298.1 GATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGIS 750
NTDB id 297 STER RS00545 WP 011680614.1 GATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEEEQLHDIVKIMVKPLISALADKGIS 750
NTDB id 1140592 DQN21 RS11945 WP 077497892.1 GATALRDEKTVGFGARDMAHDYEAMQKRIMEELKKAYRPEFINRIDEKVVFHNLTQENMRDVVKIMVKPLIATLAEKDIT 747
NTDB id 377 SMU RS09275 WP 002262344.1 GATALRDDKTVGFGAKSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLGQEDIRHIVKIMVAPLIAHLADQGIT 747
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NTDB id 378 SMU RS02690 WP 002263569.1 LDVTDKVKEKLVDLGYDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKELK.AIMTSNGKIVIKASNKVETVTKATSD 753
NTDB id 241 SP RS04015 WP 000882523.1 LDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLK.AVMTSKGNIQIKSAKKAEVKSSEKEK 752
NTDB id 281 KZH43 RS03550 WP 000882517.1 LDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLK.AVMTSKGNIQIKSAKKAEVKSSEKEK 752
NTDB id 245 SPD RS03860 WP 000882517.1 LDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLK.AVMTSKGNIQIKSAKKAEVKSSEKEK 752
NTDB id 243 SPR RS03635 WP 000882517.1 LDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKDLK.AVMTSKGNIQIKSAKKAEVKSSEKEK 752
NTDB id 85 BSU 00860 NP 387967.1 IELTDAAKAKVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGEFVVKTTAKTN........ 810
NTDB id 610 V4T04 RS10165 WP 012897346.1 VKLTPSAVKLIAEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKKIKIAQIV........... 816
NTDB id 287 SP RS11210 WP 001109712.1 LKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQLKFDIA............ 810
NTDB id 290 KZH43 RS10025 WP 001109677.1 LKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA............ 810
NTDB id 289 SPD RS10700 WP 001109677.1 LKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQLKFDIA............ 810
NTDB id 329 STU RS10020 WP 011225298.1 LKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV............ 816
NTDB id 297 STER RS00545 WP 011680614.1 LKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKLTFTVV............ 816
NTDB id 1140592 DQN21 RS11945 WP 077497892.1 LKFQPSALKYLAEIGYDPEMGARPLRRTLQDKVEDELSELILSGELASGNTLKIGVSKGQLKFDIA............ 813
NTDB id 377 SMU RS09275 WP 002262344.1 LKFQPSALKHLALAGYDAEMGARPLRRTLQTEVEDKLAELILSGKLASGQTLKIGIQKEKLKFDIV............ 813
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