
logo MMKKKSGKYWLVAALAGVTALVLGSLVAGAVLQAGACSNSSKSNSAKTESSGKTTYSGYVYNTSASDPNESTLDYTIVTSGNRTAGTPTSKNTSAIVTVTENGI
VDGLLMENADKYGNL IVPS

NTDB id 1140575 DQN21 RS07580 WP 077497050.1 .MKKGYLVAAGVTLVSLAALQGCSNSSSAKTESKTYSYVYTADPNTLDYTVSGRATTSNITTEGIDGLLENDKYGNLIPS 79
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSS..TSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPS 78
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSN..TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPS 78
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSN..TSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPS 78
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NTDB id 1140575 DQN21 RS07580 WP 077497050.1 LAKDWKVSADGLTYTYTLRKGIKWYTSDGEEYAEVTADDFVTGLKHAADKKSDALYIVQDSIKGLNDYVEGTTKDFSEVG 159
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VAEDWSVSQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVG 158
NTDB id 324 STU RS16140 WP 011226306.1 VAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVG 158
NTDB id 292 STER RS06940 WP 011681419.1 VAEDWSVSKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVG 158
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NTDB id 1140575 DQN21 RS07580 WP 077497050.1 IKAVDKYTVQYTLNQPESYWNSKTTYGILQPVNADFLKSKGDDFGS.VDPSSILYNGPFIVKSITSKSSIEFEKNENYWD 238
NTDB id 475 HSISS4 RS07005 WP 021143809.1 VKAIDDYTLQYTLKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWD 238
NTDB id 324 STU RS16140 WP 011226306.1 VKAIDEYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWD 238
NTDB id 292 STER RS06940 WP 011681419.1 VKAIDDYTLQYTLKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWD 238
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NTDB id 1140575 DQN21 RS07580 WP 077497050.1 ADKVKLDAVKLTYSDGSDPESLYKNFDKGNYSEARLYPTKSSYKAIEKKYKDEIYYAPQDQTTYYVSFNLNRKAYEFTSK 318
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KKNVHFDAIKLSYYDGSDQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAK 318
NTDB id 324 STU RS16140 WP 011226306.1 KKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAK 318
NTDB id 292 STER RS06940 WP 011681419.1 KKNVHFDAIKFSYYDGSDQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAK 318
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LLNKDFRQSAITNFAFIDRKTAYNQSQMSIVNGKEDAGAASTKLGSALVRNLFVPPSTDF IVSTANGGDTKETFGEDLVKTEDKLMASGSYDGSDTEWSDGV
NTDB id 1140575 DQN21 RS07580 WP 077497050.1 ENDTQKTDTHKAILNKDFRQAITFAFDRTAYNSQSVGKEAASKSLRNLFVPPTFISTNGTEFGELVKEDLAG.DSTWSDV 397
NTDB id 475 HSISS4 RS07005 WP 021143809.1 KTDAEKTSTKKALLNKDFRQSINFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
NTDB id 324 STU RS16140 WP 011226306.1 KTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
NTDB id 292 STER RS06940 WP 011681419.1 KTDSEKSSTKKALLNKDFRQAINFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV 398
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NTDB id 1140575 DQN21 RS07580 WP 077497050.1 DFSDAQDGLYNVDKAKTSFEKAKAALEAEGVQFPIHIDIAADQTSDVAVQRVSSLKQSVEASLGTDNIIIDIQKESEDDY 477
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NFTDGQDGLYNAEKAKTEFAKAKETLQADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDI 478
NTDB id 324 STU RS16140 WP 011226306.1 NFADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDL 478
NTDB id 292 STER RS06940 WP 011681419.1 NLADSQDGLYNAEKAKTEFAKAKDALQADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDL 478
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NTDB id 1140575 DQN21 RS07580 WP 077497050.1 YRTGYYAESADQKDYDISDGSGWSPDYDDPSTYLDIFNSESGATSDN.IGVDTNDADAKAEAEKAVGLDTYTELTKAAAA 556
NTDB id 475 HSISS4 RS07005 WP 021143809.1 QNATLNAANAAAEDWDISNGVIWGPDYQDPSTYLDIFKTTSSENTKTFMGYD....DPNNAAAAQVGLKDYDALLDSAAS 554
NTDB id 324 STU RS16140 WP 011226306.1 ENVTLNAANAAAEDWDISNSVAWAPDYQDPSTYLDIFKTTSSENTKAFMGYD....DPNNAAAAQVGLKDYDALLNSAAS 554
NTDB id 292 STER RS06940 WP 011681419.1 ENATLNAANAAAEDWDISNSVGWAPDYQDPSTYLDIFKTTSSENTKAFMGYD....DPNNAAAAQVGLKDYDALLNSAAS 554
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NTDB id 1140575 DQN21 RS07580 WP 077497050.1 ITDDLDARYKAYAKAQAWLTDNAIIIPT.ISLGATPKLSKVVPFTASYSVSGSK...GGTYKYVEIQDEPVTTKQYEKAL 632
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ETTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSR 633
NTDB id 324 STU RS16140 WP 011226306.1 ETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSR 634
NTDB id 292 STER RS06940 WP 011681419.1 ETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSR 634
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NTDB id 1140575 DQN21 RS07580 WP 077497050.1 KKWEKAKEKSNKEYQEKLSEHIED 656
NTDB id 475 HSISS4 RS07005 WP 021143809.1 EKWLKEKKASNEKAQKDLEKHVK. 656
NTDB id 324 STU RS16140 WP 011226306.1 EKWLKEKKESNEKAQKDLEKHVK. 657
NTDB id 292 STER RS06940 WP 011681419.1 EKWLKEKKESNEKAQKDLEKHVK. 657
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