logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1
1140564 DQN21 RS06340 WP 009854246.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1
1140564 DQN21 RS06340 WP 009854246.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1
1140564 DQN21 RS06340 WP 009854246.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1
1140564 DQN21 RS06340 WP 009854246.1
363 SMU RS05195 WP 002262215.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1
1140564 DQN21 RS06340 WP 009854246.1
363 SMU RS05195 WP 002262215.1

consensus

R e vooryF R

1L

L s Tkt A kA ReTEE B,

MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR
MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR

MESKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR
N ANDYMVRTMEIMSDTLQS . DBISET
TESENNPITE . Aj9\&D

okok B0k Dokokokokokokok Dok Dokokok Dok DD Dok D Dokok D Dok D Dok Dok Dokokokor Dok DD Dskok Dokokokokok | skook ok ok ok ok ok ok ok ok ok ok ok ok ok ok K K K ok % %

e ROOASHVE S SUTEV) EORDerol Dbl ond. e voloyey REE TR

........ RADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKI..KLEKKELGHIYQIQVFNSYGQEEIYRVIL
........ RADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIMMKLEKKELGHIYQIQVENSYGQEEIYRVIL
........ RADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIMMKLEKKELGHIYQIQVFNSYGQEEIYRVIL
........ RADASKVEIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIMMKLEKKELGHIYQIQVEFNSYGQEEIYRVIL
DTFSGGTSSEGKEWAPSTGGVGLENVSMREIENGK TIMNELBAIBMOFGTES TTFRED SMEEMKEQKET T I Iele T)aK V¢
ASF.......... IQUKSNG NT WIL DKEGINY NRAYNIVERRILNG T3 KIAK - GIRJT\Y - (0] -FRANIRY G QNEINY RN i

Kok koK ok | okokokokokokokokok | okokokok | ok | ok sk okook ok ok ok ok ok ok ok | ok ok ok ok ok ok okokokok |k |okokokokokokokokok | Lok |k | okoskokok

|

sy

EYFs

i

St A LES A

LTS EOatcEn | e

METNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELR
METNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELR|
METNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELR

METNISSVSTNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELR|
SEERSASEIKYARGL EXRIQL 0 ©AS - ¥ | [VVMEPEFWI S AS YLARK 'R P ' ESH KQSFVENASHELR
VKVN . DFYP RS\ TR STFal ) B \N TR Y VT SNIVMpIRUFW S AS YLA [US[¥

*okokock ok kR kokokok |1k | kok sl Dk Doskeokokokokok rokok D bk D sk Dok D Dok DD Dskoskoskesk Dok Do LDk DL LD DT

R N MR sl

TPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFINYEMIASE
TPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASE
TPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASE
TPLAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASE

T

e R

NNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRYV|
NNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRV
NNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRYV|

NNRVFRFENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRYV|

149
149
149
149
159
147

229
229
229
229
238
226

309
309
309
309
318
306

389
389
389
389
398
386



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id

259 KZH43 RS03480 WP 000491790.1

218 SPD RS03780 WP 000491790.1

184 SPR RS03565 WP 000491790.1

148 SP RS03910 WP 000491790.1
1140564 DQN21 RS06340 WP 009854246.1
363 SMU RS05195 WP 002262215.1

consensus

JATRAE LAY

LKy MK FE o

DKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
DKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
DKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK

DKARTRQKGGFGLGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK
DKARTRQKGGFGLGLSLAKQIVDELKGE MVKDNEPKGTIFEV [N
LANK
3k 3k 3k 3k sk sk sk sk ok ok ok ok

X non conserved
B similar
>50% conserved

444
444
444
444
446
435



